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Department of Biostatistics

Yale School of Public Health
135 College Street.  

New Haven, CT, 06520
Phone: +1 (203) 737-6800 (office) 

319-541-9533 (cell)

Fax: +1 (203) 785-6912
E-mail: wang.zheng@yale.edu; wangzhengff@gmail.com

Education 

PhD

2000 - 2006
      Clark University, USA – Biology (Molecular Evolution)

MSc

1994 – 1997
       Institute of Microbiology, Academia Sinica – Mycology
Academic Appointment/Professional service

Research Associate Scientist







 2012 - present
Yale University, Biostatistics Department (YSPH), New Haven, Connecticut          
Post-Doctoral Associate







            2007 - 2012
Yale University, EEB, New Haven, Connecticut                     
Post-Doctoral fellow








            2006 - 2007


Department of Biology, the University of Iowa                                             
Visiting Scholar

Farlow Herbarium, Harvard University, Cambridge, MA, USA

   1998

Assistant research professor


Institute of Microbiology, Chinese Academy of Science, Beijing, China  1998-2000
Funding and proposal experience
Director’s Foundation of the Institute of Microbiology. Taxonomic study of the family Sarcoscyphaceae in China (co-PI; PI: W. Y. Zhuang), RMB ¥18,000.

    1995

Director’s Foundation Project, Chinese Academy of Sciences. Investigation new concepts and methods in molecular systematics of fungi (PI), RMB ¥50,000.
    

    1997

National Geographic Society. Mycological expeditions in China (co-PI: D. S. Hibbett). $17,100.









    2001

Roy J. Carver Trust Grant (PI: J. Logsdon). Fungal Meiosis Gene Inventory. $347,340. (proposal preparation)








    2006

National Science Foundation (NSF) collaborative research (PIs: J.P. Townsend and F. Trail). The Evolution of gene expression underlying sexual development in fungi. (proposal preparation)








    2009

USDA collaborative research (PIs: J.P. Townsend and F. Trail). Comparative transcriptomics to understand conidia germination and host colonization of fungal pathogens. (proposal preparation)






    2014
National Science Foundation (NSF) collaborative research (PIs: J.P. Townsend and F. Trail). The Evolution expression networks underling fruiting body development and morphology in fungi.  sexual development in fungi. (proposal preparation)

    2014
Teaching/Mentoring experience

Mentoring:  EEB, Yale University



                            2008 - present
· Undergraduates:




  

General guidance and research training in fungal diversity and phylogeny including microscopy, molecular genetics, and bioinformatics.

Graduates: Four Yale graduate students during their rotation.
Taught Course participation (lecture):








· Molecular Recombination (Clark University)



                  2005

Teaching Assistant (lab section): Clark University



       2000- 2006

· Introductory Biology





 
       2002- 2004

· Biodiversity 








    2000

· Symbiosis








    2001

· Molecular Systematics






                2005
List of Publications (*Corresponding author)

54. Wang Z, López-Giráldez F, Lehr N, Farre M, Common R, Trail F, Townsend JP. 2014. Global gene expressioin and focused knockout analysis reveal genes associated with fungal fruiting body development of Nerupsora crassa.  Eukaryotic Cell 13:154-169. (recommended by Faculty 1000 Prime).
53. Lehr N, Wang Z, Li N, Hewitt DA, Lopez-Giraldez F, Trail F, Townsend JP. 2014. Gene expression differences among three Neurospora species reveal gene required for sexual reproduction in Neurospora crassa. PLoS ONE 9: e110398.
52. Su Z, Wang Z, López-Giráldez F, Townsend JP. 2014. The impact of incorporating molecular evolutionary model into predictions of phylogenetic signal and noise. Frontier in Ecology and Evolution 04/2014; DOI: 10.3389/fevo.2014.00011.

51. Nilsson RH, Hyde KD, Pawlowska J, Ryberg M, Tedersoo L, Aas AB, Alias SA, Alves A, Anderson CL, Antonelli A, Arnold AE, Bahnmann B, Bahram M, Bengtsson-Palme J, Berlin A, Branco S, Chomnunti P, et al., Wang Z, Wikee S, Yan J, Larsson E, Larsson K-H, Kõljalg U, Abarenkov K. 2014. Improving ITS sequence data for identification of plant pathogenic fungi. Fungal Diversity DOI: 10.1007/s13225-014-0291-8.

50. Samils N, Gioti A, Karlsson M, Sun Y, Kasuga T, Bastiaans E, Wang Z, Li N, Townsend JP, Johannesson H. 2013. Sex-linked transcriptional divergence in the hermaphrodite fungus Neurospora tetrasperma. Proceedings of the Royal Society B 280: 20130862.

49. Bengtsson-Palme J, Ryberg M, Hartmann M, Branco S, Wang Z, et al. 2013. Improved software detection and extraction of ITS1 and ITS2 from ribosomal ITS sequences of fungi and other eukaryotes for analysis of environemnetal sequencing data. Methods in Ecology and Evolution 4: 914-919.

48. Zhao Q, Feng B, Yang ZL, Dai YC, Wang Z, Tolgor B. 2012. New species and distinctive geographical divergences of the genus Sparassis (Basidiomycota): evidence from morphological and molecular data. Mycological Progress 12:445-454.

47. Wang Z, Kin K, López-Giráldez F, Johannesson H, Townsend JP. 2012. Sex-specific gene expression during asexual development of Neurospora crassa. Fungal Genetics and Biology 49:533-543.

46. Wang Z, Lehr N, Trail F, Townsend JP. 2012. Differential impact of nutrition on developmental and metabolic gene expression during fruiting body development in Neurospora crassa. Fungal Genetics and Biology 49: 405-413.
45. Wang Z*, Nilsson RH, López-Giráldez F, Zhuang WY, Dai YC, Johnston PR, Townsend JP. 2011. Tasting soil fungal diversity with earth tongues: phylogenetic test of SATé alignments for environmental ITS data. PLoS One 6(4):e19039.

44. Zhou LW. Hao ZQ, Wang Z, Wang B, Dai YC. 2011. Comparison of ecological patterns of polypores in three forest zones in China. Mycology 2:260-275.
43. Bengtsson J, Eriksson KM, Hartmann M, Wang Z, Shenoy BD, Grelet G, Abarenkov K, Petri A, Rosenblad MA, Nilsson RH. 2011. Metaxa: A software tool for automated detection and discrimination among ribosomal small subunit (12S/16S/18S) sequences of archaea, bacteria, eukaryotes, mitochondria, and chloroplasts in metagenomes and environmental sequencing datasets. Antonie van Leeuwenhoek 100:471-475.
42. Nilsson RH, Veldre V, Wang Z, Eckart M, Branco S, Hartmann M, Quince C, Godhe A, Bertrand Y, Alfredsson JF, Larsson KH, Kõljalg U, Abarenkov K. 2011. A note on the incidence of reverse complementary fungal ITS sequences in the public sequence databases and a software means for their detection and reorientation. Mycoscience 52:278-282.
41. Garcia-Sandoval R, Wang Z, Binder M, Hibbett DS. 2011. Molecular phylogenetics of the Gloeophyllales and relative ages of clades of Agaricomycotina producing a brown rot. Mycologia 103: 510-524.
40. Adomas BA, López-Giráldez F, Clark TA, Wang Z, Townsend JP. 2010. Multi-targeted priming for genome-wide gene expression assays. BMC Genomics 11: 477.
39. Ohenoja E, Wang Z*, Townsend JP, Mitchel D, Votik A. 2010. Northern species of earth tongue genus Thuemenidium revisited, considering morphology, ecology and molecular phylogeny. Mycologia 102: 1089-1095. (cover page).

38. Wang Z*, López-Giráldez F, Townsend JP. 2009. Snapshots of tree-space. Evolutionary Bioinformatics 5:133-136.

37. Wang Z*, Dai YC. 2009. Assembling the Fungal Tree of Life and current phylogenetic mycology in the USA. Mycosystema 28: 342-348.

36. Schoch CL, Wang Z, Townsend JP, Spatafora JW. 2009. Geoglossomycetes cl. nov., Geoglossales ord. nov. and taxa above class rank in the Ascomycota tree of life. Persoonia 22: 129-138. (cover page).

35. Wang Z*, Johnston PR, Yang ZL, Townsend JP. 2009. Evolution of Reproductive Morphology in Leaf Endophytes. PLoS One 4: e4246.

34. Schoch CL, Sung GH, López-Giráldez F, Townsend JP, Miadlikowska J, Hofstetter V, Robbertse B, Matheny PB, Kauff F, Wang Z, et al.. 2009. The Ascomycota Tree of Life: A Phylum Wide Phylogeny Clarifies the Origin and Evolution of Fundamental Reproductive and Ecological Traits. Systematics Biology 58(2): 224-238.

33. Bidartondo MI, (256 authors) 2008. Preserving accuracy in GenBank. Science 319:1616.

32. Bunyard BA, Wang Z, Malloch D, Clayden S, Voitk A. 2008. New North American records for Ascocoryne turficola (Ascomycota: Helotiales). Fungi 1: 23-31.

31. Cui BK, Wang Z, Dai YC. 2008. Albatrellus piceiphilus sp. nov. on the basis of morphological and molecular characters. Fungal Diversity 28: 37-44.

30. Hibbett DS, Binder M, Bischoff JF, 30 –coauthors, Wang Z,  et al. 2007. A higher-level phylogenetic classification of the Fungi. Mycological Research 111: 509-547.

29. Dai YC, Yuan HS, Zhang XQ, Wang Z.* 2007. Systematic revisit of Sparsitubus (Basidiomycota, Aphyllophorales), an unusual cyphelloid polypore from China. Fungal Diversity 25: 37-47.

28. Matheny PB, Wang Z, Binder M, et al. 2007. Contributions of rpb2 and tef1 to the phylogeny of mushrooms and allies (Basidiomycota, Fungi). Molecular Phylogenetics and Evolution 43: 430-451.

27. Wang Z*, Johnston PR, Takamasu S, Spatafora JW, Hibbett DS. 2006. Phylogenetic classification of the Leotiomycetes based on rDNA data. Mycologia 98: 1066-1076.

26. James TY, Kauff F, Schoch C, Matheny PB, Hofstetter V, Cox C, Celio G, Gueidan D, Fraker CE, Miadlikowska J, Lumbsch HT, Rauhut A, Reeb V, Arnold AE, Amtoft A, Stajich JE, Hosaka K, Sung GH, Johnson D, O'Rourke B, Crockett M, Binder M, Curtis JM, Slot JC. Wang Z, et al. 2006. Reconstructing the early evolution of the fungi using a six gene phylogeny. Nature 443: 818-822.

25. Balco-dios MJB, Wang Z*, Binder M, Hibbett DS. 2006. A new Sparassis from Spain described using morphological and molecular data. Mycological Research 110:1227-1231.
24. Wang Z*, Binder M, Schoch C, Johnston P, Spatafora JW, Hibbett DS. 2006. Evolution of helotialean fungi (Leotiomycetes, Pezizomycota): a nuclear rDNA phylogeny. Molecular Phylogenetics and Evolution 41:295-312.

23. Binder M, Hibbett DS, Wang Z, Farnham W. 2006. Evolutionary relationships of Mycaureola dilseae (Agaricales), a Basidiomycete pathogen of a subtidal Rhodophyte. American Journal of Botany 93:547-556.

22. Dai YC, Wang Z*, Binder M, Hibbett DS. 2006. Phylogeny and a new species of Sparassis (Polyporales, Basidiomycota): evidence from mitochondrial atp6, nuclear rDNA and rpb2 genes. Mycologia 98:584-592.
21. Wang Z*, Binder M, Hibbett DS. 2005. Life history and systematics of the aquatic discomycetes Mitrula (Helotiales, Ascomycota) based on cultural, morphological, and molecular studies. American Journal of Botany 92: 1565-1574.

20. Dai YC, Wang Z. 2005. A new polypore on Ginkgo from China. Mycotaxon 92: 345-349.
19. Wang Z*, Binder M, Dai YC, Hibbett DS. 2004. Phylogenetic relationships of Sparassis inferred from nuclear and mitochondrial ribosomal DNA and RNA polymerase sequences. Mycologia 96:1013-1027.
18. Desjardin DE, Wang Z, Binder M, Hibbett DS. 2004. A new Sparassis from Thailand. Mycologia 96:1008-1012.
17. Zhuang WY, Yu ZH, Wang Z. 2004. Fungal flora of China (vol. 21): Hyaloscyphaceae, Sarcoscyphaceae and Sarcosomataceae. Zhuang WY. (ed.). Science Press, Beijing.

16. Dai YC, Wei YL, Wang Z. 2004. Wood-inhabiting fungi in southern China 2. polypores from Sichuan Province. Annual Botanic Fennici 41: 319-329.
15. Hibbett DS, Binder M, Wang Z, Goldman Y. 2003. Another fossil agaric from Dominican amber. Mycologia 95: 685-687.
14. Wang Z*, Binder M, Hibbett DS. 2002. A new species of Cudonia based on morphological and molecular data. Mycologia 94: 641-650.
13. Wang Z*, Zhong ZH. 2001. Two species of Leucoscypha from southwestern China. Fungal Sciences 16 (3-4): 17-20.
12. Wang Z*, Pei KQ. 2001. Notes on the discomycetes from Dongling Mountains, Beijing. Mycotaxon 79: 307-314.
11. Wang Z*, Pfister DH. 2001. Wenyingia, A new genus in the Pezizales (Otideaceae). Mycotaxon 79: 397-399.
10. Zhong ZH, Wang Z, Pfister DH. 2001. Pezicula magnispora, a new species on a herbaceous plant. Mycotaxon 78:161-165.
9. Wang Z*, Wang YZ. 2000. Notes on coprophilous fungi from southwest China. Fungal Sciences 15: 125-134.
8. Zhuang WY, Wang Z. 1998. Some new species and records of discomycetes in China. VIII.  Mycotaxon 66: 429-438.

7. Zhuang WY, Wang Z. 1998. Discomycetes of tropical China. I. Collections from Hainan island. Mycotaxon 67: 21-31.

6. Zhuang WY, Wang Z. 1998. Sarcosomataceous discomycetes in China. Mycotaxon 67: 355-364.
5. Wang Z. 1997. Taxonomy of Cookeina in China. Mycotaxon 62: 289-298.

4. Zhuang WY, Wang Z. 1997. Some new species and new records of discomycetes in China VII. Mycotaxon 63: 307-321.

3. Zhuang WY, Wang Z. 1997. Two new species of Ciborinia (Leotiales, Sclerotiniaceae) from the Jinggang Mountains, Jiangxi, China. Mycosystema 16: 329-335.

2. Zhuang WY, Wang Z. 1997. Notes on sclerotiniaceous fungi on Castanea and Castanopsis in Asia. Mycotaxon 64: 449-454.
1. Wang Z, Zhuang WY. 1996. Taxonomic studies of the genus Sarcoscypha in China. Mycosystema 8-9: 39-52.
Invited Talks
· Evolution of plants-fungi associations: from systematics to systems biology. Department of Entomology and Plant Pathology, Auburn University                                              2014

· Enviromental and functional genomics in fungi-plants associations. Department of Plants, Soil and Microbes, Michigan State University                                                              2014

· Diversification of fungal light sensors. Duke Mycology Research Unit, Duke University, North Carolina                                                                                                               2011
· Evolution of Fungal Diversity: from earth tongues to bread mold. Department of Plant Pathology, the University of Florida, Gainesville, Florida                                            2011
· Branch out of the Fungal Tree of Life. Department of Plant Pathology, the University of Florida, Gainesville, Florida

    
   
         
                               2010
· Ecological and evolutionary view of the Fungal Tree of Life. Taxonomy Group, GenBank, National Institute of Health (NIH) and National Center of Biotechnology Information (NCBI), Bethesda, Maryland.

            
                               2008

· Evolution of fungal endophytes in the Leotiomycetes. Department of Biology, the University of Iowa, Iowa City, Iowa.





    2007

Conference/meeting presentations

10. Wang Z, Lehr N, Lopez-Giraldez F, Farré M, Trail F, Townsend JP. 2012. Regulation in transcriptome during sexual development of Neurospora crassa revealed with RNA sequencing. Annual Meeting of MSA, New Haven, Connecticut. (Oral presentation).
9. Wang Z, Townsend JP. 2011. Diversification of light sensors and light responsive network in fungi. Annual Meeting of MSA, Fairbanks, Alaska. (Oral presentation).

8. Wang Z, Townsend JP. 2011. Sex specific expression during asexual development of Neurospora crassa. Fungal Genetic Conference in Pacific, CA. (Oral presentation).

7. Wang Z, Kim K, Lopez-Giraldez F, Zhang Z, Clark TA, Townsend JP 2009. Compare genetic behavior between mating types of Neurospora crassa in clonal development using a whole genome transcription profiling with multi-targeted priming. Annual Meeting of MSA, Snowbird, Utah.
6. Wang Z, Savelkoul E, Logsdon JM 2007. Using a meiotic gene inventory to study the evolution of sex in fungi. Annual Meeting of MSA in Baton Rough. (Oral presentation).

5. Wang Z, Binder M, Hibbett DS. 2005. Characterizing atp6 in multilocus phylogenetics of polyporoid homobasidiomycetes. Annual Meeting of MSA and Mycological Society of Japan (MSJ) in Hilo, HI.

4. Wang Z, Binder M, Hibbett DS, Schoch CL, Spatafora JW. 2005. Phylogenetic relationships of the Helotiales inferred from 3 rDNA regions. Annual Meeting of MSA/MSJ in Hilo, HI.
3. Wang Z, Hibbett DS. 2004. Life history and phylogeny of Mitrula species, aero-aquatic fungi in the Helotiales. Annual Meeting of MSA, Asheville, NC.
2. Wang Z, Binder M, Hibbett DS. 2003. Sparsitubus, an unusual cyphelloid-like polypore from tropical China, is closely related to the Ganodermataceae. Annual Meeting of MSA, Asilomar, CA.
1. Wang Z, Binder M, Lim YW, Hibbett DS. 2002. Phylogeny and biogeography of the cauliflower fungus Sparassis and other brown-rot basidiomycetes inferred from rDNA and RNA polymerase gene sequences. IMC7, Oslo, Norway.

Awards
1998 Visiting Fellowship, NSF via Harvard University Herbaria, Harvard University.

2004
Outstanding Graduate Research presentation, Clark University.

2004

Traveling Award, Mycological Society of America (MSA).

2007 “Anonymous” Postdoctoral Fellowship, Yale University.

2008 FESIN award–BSA/MSA annual meeting at Snowbird, Utah.

2011

Postdoctoral Travel Award, Yale University (26th FGC Conference).

Author of new taxa

Ascomycota:

Ciborinia hemisphaerica, Ciborinia jinggangensis, Cookeina sinensis, Cudonia sichuanensis, Hymenoscyphus adlasippodium, Lachnum hainanense, Mitrula brevispora, Pezicula magnispora, Plectania yunnanensis, Pseudombrophila xiangchengensis, Sarcoscypha cerebriformis, Trichophaea donglingensis, Wenyingia sichuanensis (new genus), Geoglossomycetes (new class)
Basidiomycota:

Aureofungus yaniguaensis (fossil)

Albatrellus piceiphilus, Sparassis cystidiosa, Sparassis latiforlia, Sparassis minoensis, 
Other professional service

Editorial board:

Mycosystema (associate editor) 







since 2008

Mycology (associate editor) 








since 2009

Frontiers in Phylogenetics, Phylogenomics, and Systematics (review editor)         since 2013
Journal reviewer

Bioinformatics and Biology Insight; BMC Microbiology; Cladistics; Current Microbiology; Evolutionary Bioinformatics; Eukaryotic Cell; Fungal Genetics and Biology, Frontie Microbiology, Fungal Biology, Fungi; Genomics insight; Genome Biology and Evolution, Journal of Plant Pathology; Molecular Biology and Evolution, Molecular Microbiology, Molecular Phylogenetics and Evolution; Molecular Plant-Microbe Interactions, Mycologia; Mycological Progress; Mycological Research, Mycology; Mycoscience; Mycotaxon; North American Fungi; Persoonia, PLoS One; PLoS Genetics, PNAS, PhytoTAXA; Source Code for Biology and Medicine; Systematic Biology; Taxon; Virology Journal.

Community service 
Core contributor in reconstruct evolutionary histories in higher basidiomycetes and ascomycetes groups for the Assembling the Fungal Tree of Life project (AFTOL).

Branch coordinator and author of the Leotiomycetes and Geoglossomycetes pages in the Tree of Life webpage project (http://tolweb.org/tree/).

Steering committee member of RiceWiki project (http://ricewiki.big.ac.cn/).
Grant review panel
The NSF Graduate Research Fellowship Program.
Evaluation expertise from overseas Chinese Scientists for the National Sciences Foundation of China (NSFC) Key Program Proposal. 






since 2006

Outreach programs

2003-2006
Assistantship: Summer Workshop in Fungal Biology: Outreach programs for high school students and biology teachers. Course instructor: Dr. David S. Hibbett. Clark University.
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