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Education:

1996
BS

Biology, Brandeis University

2000
MPH

Epidemiology, University of Minnesota

2005
PhD

Statistical Genetics, Rockefeller University

Career/Academic Appointments:

1996-1998 Technical Assistant, Dept. of Biology and the Center for Learning and Memory, MIT, Cambridge, MA

1998-2000 Research Assistant, Dept. of Epidemiology, University of Minnesota, Minneapolis, MN

2005
Postdoctoral Associate, Division of Chronic Disease Epidemiology, Yale School of Public Health, New Haven, CT

2005-2009
Research Associate, Division of Chronic Disease Epidemiology, Yale School of Public Health, New Haven, CT

2009-2014
Assistant Professor, Division of Chronic Disease Epidemiology, Yale School of Public Health, New Haven, CT
2014-2019 
Associate Professor (with Term), Department of Chronic Disease Epidemiology, 
Yale School of Public Health, New Haven, CT

2019-present
Associate Professor (with Tenure), Department of Chronic Disease Epidemiology, Yale School of Public Health, New Haven, CT
Other Academic Affiliations: 

2009-2018
Faculty Affiliate, Center for Perinatal, Pediatric and Environmental 

Epidemiology, YSPH 

2016-present
Adjunct Associate Professor of Medicine, Department of Circulation and Medical 


Imaging, Norwegian University of Science and Technology, Trondheim, Norway

2017-present
Faculty Affiliate, Mid Norway Sepsis Research Group, NTNU

2018-present
Faculty Affiliate, Center for Biomedical Data Science, Yale School of Medicine

2018-present
Faculty Affiliate, Yale Cancer Center, Genomics, Genetics and Epigenetics 
Program
2019-present
Director, Center for Perinatal, Pediatric and Environmental Epidemiology, YSPH
Professional Honors & Recognition:

2012

Distinguished Student Mentor Award, Yale School of Public Health
2003-2005
Mossman Fellowship, The Rockefeller University
1996

Awarded Highest Honors for Senior Research Project, Brandeis University
Grant History:
Current Grants

Agency:
NIH/NHLBI 

ID#:

R01 HL145660


Title:

Detecting pleiotropic effects through integration of omics data


PI:

Andrew DeWan, PhD and Suzanne Leal, PhD, MPI


Percent effort:
30%


Total direct costs for project period:  $1,810,978

Project period:
03/15/2019 – 02/28/2023

Agency: 
NIH/NHLBI


ID#:

R01HL145660-01A1 Supplement


Title: 

Detecting pleiotropic effects through integration of omics data

PI:

Andrew DeWan, PhD and Suzanne Leal, PhD, MPI


Percent effort:
10%


Total direct costs for project period:
$329,726


Project period:
07/15/20 – 02/28/22
 

Agency:
NIH/NIDCD

ID#:

R01 DC017712

Title:

Innovative approaches to elucidate the genetic etiology of age-related hearing 



impairment and tinnitus

PI:

Andrew DeWan, PhD, Suzanne Leal, PhD, Paul Auer, PhD, MPI


Percent effort:
20%


Total direct costs for project period:  $2,074,302

Project period:
09/01/2019 – 08/31/2024

Agency: 
NIH/NCI

ID#:
1R01CA239701
Title:
Admixture analysis of acute lymphoblastic leukemia in African American children: ADMIRAL Study

PI:
Logan Spector, PhD

Role: 
Co-Investigator
Percent effort: 
20%
Total direct costs for project period (subcontract): $243,252

Project period:
04/01/2020 - 03/31/2025

Past Grants 


Agency:
NIH/NCI 


ID#:

R03CA219724

Title:

Identification of microRNA variants associated with acute lymphoblastic leukemia


PI:

Andrew DeWan, PhD and Xiaomei Ma, PhD, MPI

Percent effort:
17%


Total direct costs for project period:  $100,000


Project period:
08/01/17 – 07/31/19

Agency: 
NIH/NCI 

ID#:

R01 CA175737, 

Title: 

Perinatal Immune Development and Risk of Childhood Acute Lymphoblastic 



Leukemia 

PI:

Xiaomei Ma, PhD and Joseph Wiemels, PhD        


Role: Co-Investigator


Percent Effort: 10%


Total direct costs for project period: $2,589,430                                                             


Project Period: 08/01/2014 – 07/31/2019


Agency:
NIH/NHLBI

ID#:

1R01HL116742

Title:

Family-specific genetic variants contributing to asthma susceptibility

PI:

Andrew DeWan, PhD


Percent effort:
52.5%


Total direct costs for project period:
$2,393,686


Project period:
01/15/13 – 12/31/18 (NCE)


Agency:
NIH/NCI

ID#:

P50 CA196530 (Herbst, PI for the Yale SPORE in Lung Cancer)


Title:

Genetic Factors Contributing to Lung Cancer in the Pediatric Population

PI:

Andrew DeWan, PhD and Xiaomei Ma, PhD (MPI for pilot funded by SPORE)


Percent effort:
5%


Total direct costs for the project period:  $50,000


Project period:  08/01/16 – 07/31/17 (NCE until 10/31/17)


Agency:
University of California - San Francisco

ID#:

R01CA155461  


Title:

Genome-Wide Association Study of Childhood Leukemia by Hispanic Status

PI:

Xiaomei, Ma, PhD

Percent effort:
20% from 01/01/16 to 4/30/16

Total direct costs for project period:
$100,000

Project Period:
07/01/11 – 04/30/16

Agency:
USAF/AFMC

ID#:

FA8650-13-2-6371  

Title:

Identification of associations between genetic factors and asthma that are 



modified by obesity

PI:

Andrew DeWan, PhD


Percent effort:
20%


Total direct costs for project period:
$173,570


Project Period:
02/08/13 – 02/07/15


Agency:
NIH/NICHD

ID#:

1R21HD070177-01A1

Title:

Fetal Genetic Contributions to Preeclampsia


PI:

Elizabeth Triche, PhD and Andrew DeWan, PhD, MPI

Percent effort:
15%


Total direct costs for project period:  $275,000


Project period:
4/1/2012 – 3/31/2014

Agency:
Liaison Committee between the Central Norway Regional Health Authority (RHA) 



and the Norwegian University of Science and Technology (NTNU)


ID#:

None


Title:

Genome-wide association studies in patients with bacterial sepsis “GWASEPSIS”


PI:

Jan Kristian Damas, MD, PhD


Role on Project:
P.I. of subcontract to Yale


Percent effort:
20%


Total direct costs for project period:  $29,026


Project period:
06/17/12 – 06/16/14



Agency:
NIH/NCI

ID#:

1 R21 CA155952-02

Title:

The Genetics of Tanning Addiction

PI:

Brenda Cartmel, PhD


Role on Project:  Co-investigator


Percent effort:
10%


Project period:
01/15/11 – 03/31/13
Agency:
NIH/NICHD



ID#:

HHSN275200800022C


Title:

Formative Research Project, National Children’s Study - “Collection of Circulating 



Fetal DNA from Maternal Blood and from Cervical Fluid”
PI:

Michael B. Bracken, PhD
Role on Project:  Co-investigator
Percent effort:
25% (funding ended 3/31/2012, but work assignment extended to 8/25/12)

Total direct costs for project period:  $157,248
Project period:
01/18/11 – 08/25/12
Course Instruction and Invited Lectures: 

Course Instructor (semester)
2010-2020
CDE597a: Genetic Concepts in Public Health, Yale School of Public Health, Course Director 
2009
CDE520b: Chronic Disease Genetics and Genomics, Yale School of Public Health, Lecturer

Invited Course Instructor (non-Yale short courses)

2020, 2021
Advanced Gene Mapping Course, Rockefeller University, Instructor

2015

Human Genetics: Linkage Analysis and Disease Genetics, Peking University, 


Beijing China, Instructor

2014

Short Course on Linkage Analysis, Peking University, Beijing, China, Instructor

2002-2007
Basic Linkage Course, Rockefeller University, Instructor and Teaching Assistant

2003-2004
Basic Gene Mapping/Linkage Analysis Course, Max Delbruk Center for Molecular Medicine Berlin, Germany, Instructor and Teaching Assistant

2003
4th International Masters Course in Genetic Epidemiology, University of Pavia, Pavia, Italy, Instructor and Teaching Assistant  
Invited Speaking Engagements
2018

Computational Biology of Human Diseases Seminar, Brown 




University, "Phenotypic heterogeneity in GWAS: disease subtyping, gene-



environment interactions and pleiotropy"
2018

Norwegian University of Science and Technology and St. Olavs Hospital, 



Trondheim, Norway, Personalize Sepsis Treatment Symposium



"Phenotypic Heterogeneity in GWAS."

2018

Department of Pediatric and Adolescent Medicine, Mayo Clinic, Rochester, MN



"Population-and Family-based genetic epidemiology studies to tackle the 



genetics of asthma."

2017

Center for Statistical Genetics, Baylor College of Medicine, Houston, TX, 



"Phenotypic heterogeneity in GWAS: disease subtyping, statistical interactions 


and pleiotropy."
2016

Department of Genetics, Rutgers University, Piscataway, NJ.  “Finding Gene-


Gene Interactions in Complex Disease Susceptibility: asthma as an example.”
2015

Seminars in Computational Genomics, Icahn Institute at Mount Sinai, New York, 


NY.  “The search for gene-gene interactions involved in asthma.”
2015

Respiratory Virus Infection Symposium III, Turku, Finland. “Genetics of 



Childhood Asthma.” 
2014

Pediatric Research Colloquium, Women and Infants Hospital of Rhode Island, 


Providence, RI.  “Genome-wide approaches to understanding the maternal and 


fetal contributions to the genetics of preeclampsia.” 
2012
St. Olav Hospital, Trondheim, Norway.  “Genetic Dissection of Complex Human Diseases Using Genome-Wide Association Studies.”
2012
HUNT Research Center, Levenger, Norway. “Genetic Dissection of Complex Human Diseases Using Genome-Wide Association Studies.”
2010
New England Conference on Perinatal Research, Chatham, MA, Keynote speaker, “Genetic dissection of complex human diseases: Candidate gene, genome-wide and sequencing studies.”
2010
Rhode Island College, Department of Biology, Providence, Rhode Island, Invited speaker, “Genetic epidemiology of complex human diseases:  Age-related macular degeneration and asthma.”
2010
Ross University School of Medicine, Rosseau, Dominica, 38th Research Day Symposium, Invited speaker “GWAS: Applications and Validations.”
2009
University of Alabama at Birmingham, Department of Epidemiology, Invited speaker, “Genetic Epidemiology of Age-related Macular Degeneration.”
2009
Memorial Sloan Kettering Cancer Center, New York, NY, Genome-wide Association and NextGen Sequencing discussion group, Invited speaker, “GWAS: Lessons from age-related macular degeneration.”
2009
Rockefeller University, New York, NY, A Celebratory Symposium Honoring Jürg Ott: Analysis of Human Genetic Data, Invited speaker, “Genetic Epidemiology of Age-related Macular Degeneration.”
2008
International Workshop of Applied Probability, Compiegne, France, Speaker, Invited session on Stochastic Models in Biological Processes, “Scan Statistics in Genome-Wide Scan for Complex Trait Loci.”
2007
Columbia University, New York, NY, Seminar in Genetic Epidemiology, Invited speaker, “Genome-wide association studies: Lessons from age-related macular degeneration.”
2007
American Society of Human Genetics Annual Meeting, San Diego, CA,Invited session on SNP Associations in Complex Disease, “Macular degeneration: SNP associations and population differences.”  
2006
Rockefeller University, New York, NY, Seminar on Genotyping and Gene Expression Analysis at the Genomics Resource Center, Invited speaker, “HTRA1 Promoter Polymorphism in “Wet” Age-Related Macular Degeneration.”
Mentoring:
Primary mentor (postdoctoral and clinical fellows and PhD students [current position listed, when applicable])

2013-2017
Postdoctoral Fellow

Leyao Wang, PhD 
Instructor in Medicine, Division of 

Pulmonary and Critical Care Medicine, Washington University
2019-present
Postdoctoral Fellow

Megan Cahill, PhD


2014-2016
Clinical Fellow (Pediatrics)
Amaris Keiser, MD
Assistant Professor, Pediatrics, 
Johns Hopkins Children's Center

2016-2018
Clinical Fellow (Pulmonology)David Sola, MD
Clinical Fellow, Pulmonary, Critical 
Care and Sleep Medicine, Yale School of Medicine

2009-2012
PhD Student


Linlu Zhao, PhD
Research biologist, Public Health 
Agency of Canada

2012-2015
PhD Student


William Murk, PhD
Medical Student, SUNY Buffalo
2014-2019
PhD Student


Yasmmyn

Assistant Professor, Dept. of

Salinas, PhD 
Chronic Disease Epidemiology, YSPH
2019-present
PhD Student


Paulina Tolosa-







Tort

2020-present
PhD Student


Yining Li


2020-present
PhD Student


Katerina Santiago
Secondary mentor (K Award Mentor, dissertation committee, etc. [includes role in mentoring])

2009-2011
Kyle Walsh, PhD 


YSPH, Dissertation Advisory Committee
2010-2014
Kathryn Brigham Egan, PhD

YSPH, Dissertation Advisory Committee

2010-2014
John Eicher, PhD 


Dept of Genetics, YSM, Qualifying Exam and 
Dissertation Advisory Committees

2013-2017
Samantha Streicher, PhD 

YSPH, Dissertation Advisory Committee

2014-2018
Julie Paulsen MD, PhD 

NTNU (PhD program); local advisor for Fulbright 
Fellowship

2014-2019
Megan Cahill 



YSPH, Qualifying Exam and Dissertation Advisory 

Committees

2014-2020
Andrew Adams 


Dept of Genetics, YSM, Dissertation Advisory 

Committee, Dissertation Reader
2018-2020
Veronica Barcelona, PhD

YSN, K01 Mentor
2018-present
Tormod Rogne, MD, PhD

NTNU (postdoctoral fellow); local advisor for 

Fulbright Fellowship 

2019-present
Helene Flatby



NTNU (PhD program); Dissertation Advisory 
Committee
2019-2020
Gabriel Richard


NTNU (PhD program); Dissertation Advisory 
Committee

2020-present
Randi Marie Mohus


NTNU (PhD program); local advisor for 

Fulbright Fellowship 

2020-present
Zicheng (Chester) Li


YSPH, Dissertation Advisory Committee
MPH, MS, Undergraduate students mentored (research mentor and/or first reader [awards noted, when applicable])

2010
William Murk 

Dean's Prize for Outstanding MPH Thesis

2012
Daniel Jacobs 
Dean’s Prize for Outstanding MPH Thesis

2012
Milena Gianfrancesco 

2013
Andrew Shore

2014
Yasmmyn Salinas 
Dean's Prize for Outstanding MPH Thesis

2015
Tza-An “Joann” Yuan 

2015
Michelle Roh 

2015
Michael Lerro 

2018
Eric Collins 

Cynthia Barnett Cancer Prevention Fund internship award
2018
Yilin Liang 

2018
Jongseo Lee 

2018
Adriana Collings

2019
Sam Samuelson

2020
Syema Nicholson

2020
Zelda Galdenzi

2020
Zihan Dong

2020
Yuyuan Lin

2020
Xiaosong Gao
Professional Service:

Peer Review Groups/Grant Study Sections
2021
NIH Genes, Genomes and Genetics R15 Special Emphasis Panel, ad hoc member

2021
NIH Genetics of Health and Disease Study Section, ad hoc member


2020
NIH Urology and Urogynecology Special Emphasis Panel, mail-in reviewer


2018
Medical Research Council (MRC), UK, mail-in reviewer


2018, ‘20
NIH F08 Study Section (Fellowship: Genes, Genomes and Genetics), ad 



hoc member


2018, ‘20
European Research Council, StG-2018 LS2 - Genetics, Genomics,



Bioinformatics and Systems Biology, mail-in reviewer


2018
The Netherlands Organisation for Health Research and Development, Vidi 

grant program, mail-in reviewer

2016
Human Frontier Science Program, Career Development Award mail-in 



reviewer


2016
NHGRI, CIDR Contract Review, Special Emphasis Panel


2016
NIH MGB Study Section/Special Emphasis Panel


2015, ‘17
USU-NHLBI CHIRP Study Section ad hoc member


2015 – present 
Women’s Health Research at Yale, Scientific Review Committee member


2015, ‘20
ASHG Annual Meeting Abstract Reviewer


2015
Medical Research Council (MRC), UK, mail-in reviewer


2015
NIH MGB Study Section/Special Emphasis Panel


2014
NIH/NIAID Special Emphasis Panel Review


2013-2014
CT Academy of Science and Engineering, Biomedical Peer Review 



Committee Member


2013, ‘16, ’19, 
NIH IRAP Study Section, ad hoc member

‘21



2012
Tertiary Reviewer YCCI Scholars Award 

2010-2011
Special Review Panel, Genomewide Association Studies of Longevity, 



NIH/NIA 


2010
Grant Reviewer, Catalan Agency for Health Technology Assessment and 



Research
 
Journal Service
2009-present
Reviewer: New England Journal of Medicine, American Journal of Epidemiology, European Journal of Human Genetics, Molecular Vision, PLoS ONE, PLoS Genetics, Pharmacogenomics, Circulation (Statistical Reviewer), Investigative Ophthalmology and Visual Science, International Journal of Immunogenetics, Inflammation Research, BMC Genomics, BMC Genetics, BMC Systems Biology, BMC Medical Genetics, BMC Public Health, American Journal of Human Genetics, Future Medicine, Human Genomics, Journal of Medical Genetics, Journal of the American Heart Association


2011-2013
Academic Editor: PLoS ONE


2011-present
Editorial Board Member: Case Reports in Genetics


2011-present
Review Editor:  Frontiers in Genetics: Genetics of Aging; Applied Genetic 



Epidemiology


2014-2019
Section Editor: PLoS ONE
Professional Organizations


1997-present
American Society of Human Genetics, Program Committee Member (2016-19)


ASHG/IGES/ISCB Joint Session Planning Committee Member, 2017-2018

2009-present
International Genetic Epidemiology Society

Yale University Service


2021
Member, Faculty Search Committee for Section Chief of General Pediatrics


2019-present
Graduate Studies Executive Committee (CDE representative), YSPH


2019
Chair, Faculty Search Committee for Perinatal Epidemiologist, CDE

2018-present
Nancy Hildreth Memorial Summer Fellowship in Chronic Disease 


Epidemiology, review committee, CDE


2011
Member, Working group on public health biology education, YSPH 


2010-2019
Member, MPH Admissions Committee, YSPH



Chair (2015 - 2019)
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