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CURRICULUM VITAE

Date of Revision: Dec 12, 2024
Name:
Lajos Pusztai, M.D., D.Phil.
Appointment:
Professor, Department of Internal Medicine, 

Tenured Clinical Scholar, Yale School of Medicine

Section of Medical Oncology 
Term:
Tenure continuous beginning August 1, 2012 



School:
Yale University School of Medicine
Education:
M.D.
Medicine, Semmelweis University of Medicine, 1987
D.Phil.
Pathology/Cell Biology, Wadham College, University of Oxford, 1993
Career/Academic Appointments:

2012-present
Professor of Medicine (Medical Oncology), Yale University, School of Medicine, New Haven, CT
2009-12
Professor of Medicine, Department of Breast Medical Oncology, The University of Texas M. D. Anderson Cancer Center, Houston, TX
2007-12
Member, The University of Texas Graduate School of Biomedical Sciences, Houston, TX

2004-09
Associate Professor, Department of Breast Medical Oncology, The University of Texas M. D. Anderson Cancer Center, Houston, TX

1999-04
Assistant Professor, Dept. of Breast Medical Oncology, The University of Texas M. D. Anderson Cancer Center, Houston, TX

1996-98
Fellow, Medical Oncology, The University of Texas M. D. Anderson Cancer Center, Houston, TX

1993-96
Intern Resident, Internal Medicine, University of Rochester, St. Mary’s Hospital, New York, NY

1989-93
Research Fellow, John Radcliffe Hospital, Oxford, UK
1987-88
Postdoctoral Research Assistant, Hungarian Academy of Sciences, Budapest, Hungary

Administrative Positions:

2012-present
Co-Director, Yale Cancer Center, Genetics, Genomics and Epigenetics Program, New Haven, CT
2022-present
Scientific Co-Director, Center for Breast Cancer, Yale Cancer Center

2017-present
Chair, Breast Cancer Research Committee, The Southwest Oncology Group (SWOG), Portland, OR
2017-2022
Director, Breast Cancer Translational Research, Yale Cancer Center 
2012-2017  
Chief of Breast Medical Oncology, Yale Cancer Center, Smilow Cancer Hospital, New Haven, CT
2009-2011
Member, Faculty Senate, The University of Texas M. D. Anderson Cancer Center, Houston, TX

1995-1996
President, Residency Program Steering Committee, Dept. of Internal Medicine, St. Mary’s Hospital, Rochester, NY

Board Certification:

American Board of Internal Medicine, Certification, 1996
Subspecialty Board of Medical Oncology, Certification, 1999, Recertification, 2011, ABIM LKA 2022-2026

Professional Honors & Recognition:
International/National/Regional
2023
7th Annual Gabriel Hortobagyi Distinguished Lecturer Award, UT MD Anderson Cancer Center, Houston, TX

2023:
Fellow of the American Society of Clinical Oncology
2016:
Komen Scholar, Susan Komen Foundation for the Cure, Dallas, TX
2015:   Thomson Reuters Highly Cited Researcher (top 1% of most cited investigator in Clinical Medicine)

2008:
ASCO Cancer Foundation Advanced Clinical Research Award, American Society of Clinical Oncology

2003:
Elected Fellow, American College of Physicians
2001:
Career Development Award, US Department of Defense Breast Cancer Research Program
1998:
Smith Kline Beecham Travel Award, National Oncology Fellows Forum

1989:
Soros Scholarship, Soros Foundation, New York, NY


University 
2022: 
Yale Cancer Center Clinical Science Research Prize

2015:
M.A. (Priv) Yale University
2011:
The Otis W. and Pearl L. Walters Faculty Achievement Award in Clinical Research, The University of Texas M. D. Anderson Cancer Center 

2007:
Distinguished Alumnus Award, The University of Texas M. D. Anderson Cancer Center
2004:
Aventis Drug Development Award, The University of Texas M. D. Anderson Cancer Center
2003:
Outstanding Educator Award, The University of Texas M. D. Anderson Cancer Center
1997:
Clinical Trainee Research Award, The University of Texas M. D. Anderson Cancer Center

1992:
Overseas Research Students Award, University of Oxford
1987:
Graduate Research Award, The Dean of Semmelweis University of Medicine
Grant /Clinical Trials History: 

Current Grants 
Agency: NIH/NCI 

I.D.: 1R01CA286128-01
Title: Serum biomarkers to predict immune related adverse events and benefit from single agent pembrolizumab therapy in early stage triple negative breast cancer
Multi-PIs:  Ji Qiu, Ph.D. & Lajos Pusztai, M.D., D.Phil

Role:  Principal Investigator  

Percent effort: 15%

Total cost:  $ 3,136,051
Project Period:  12/14/2023 – 11/30/2028

Agency: NCI

ID: P01CA21096 

Title: I-SPY2 +: Evolving the I-SPY 2 TRIAL to include MRI-directed, adaptive sequential treatment to optimize breast cancer outcomes.

PI: Laura Esserman (UCSF)

Role: Co-Investigator, Project 1
Total cost: $7,700 x 5 years

Project period: 9/07/2022-9/07/2027
Agency: NCI Non-Real Time (NRT) Biomarker, Imaging, and Quality of Life Studies Funding Program’s (BIQSFP)
Title:  Immune Biomarker Analysis of S1418 Clinical Trial Tissues

PI: Lajos Pusztai, MD, DPhil 

Role: Principal Investigator 

Total Cost: $354,230

Project period:  04/20/2023-04/20/2024
Agency: Susan G. Komen  

I.D.: Komen Leadership Grant SAC220225
Title: “Immunological characterization of primary and metastatic breast cancer and discovery of novel therapeutic targets from genomic analysis of cancers”
PI:  Lajos Pusztai, M.D., D.Phil
Role:  Principal Investigator  

Percent effort: 10%
Total cost:  $1.800,000

Project Period:  07/16/2022 – 7/15/2025
Agency:
Breast Cancer Research Foundation

ID#: BCRF-18-133 Annual award since 2003

Title: “Characterization of intra-tumor heterogeneity and immune infiltration in breast cancer and its clinical implications”

PI: Lajos Pusztai, MD, D.Phil

Percent Effort:
10%

Annual Direct Costs: $250,000 annually 
Performance Period: 10/01/2003-renewed annually. 

Agency:
NIH/NCI 2P30 CA16359-34
Title:

Cancer Center Support Grant (CCSG)

PI:

Charles Fuchs, M.D.

Role:

Co-Investigator

Percent Effort:  10%

Annual Direct Costs: $2,704,767  

Performance Period:
08/01/2018-07/31/2023 with annual extension
Agency:  U10 CA180888  

SWOG Network Group Operations Center of the NCTN
PI: Blanke 

Role:  Breast Committee Chair
Percent Effort:  20%
Performance Period:  05/23/2017 – 02/28/2027
Philanthropic gift (Gift ID: GS100986): Haubold Family Fund for Breast Cancer Research
PI: Pusztai

Total: $ 800,000 
Received: 04/18/2020 
Current Clinical Trials 
Agency: NCI-SWOG Clinical Trial Network 
ID: / S2206 

Title::” Phase III Trial of Neoadjuvant Durvalumab (NSC 778709) Plus Chemotherapy Versus Chemotherapy Alone for Adults with MammaPrint Ultrahigh (MP2) Hormone Receptor (HR) Positive / Human Epidermal Growth Factor Receptor (HER2) Negative Stage II-III Breast Cancer”

Percent Effort: N/A
National Co-PI: Lajos Pusztai, MD

Total cost: N/A

Project period: 8 years,  Open to Accrual 

Agency: Academic Breast Cancer Consortium /CRITERIUM

ID: 2000029678 / DARE 

Title: :    A Randomized, Phase II Trial of Circulating Tumor DNA-Guided Second Line Adjuvant Therapy For High Residual Risk, Stage II-III, Estrogen Receptor Positive, HER2 Negative Breast Cancer (DARE)

Percent effort: N/A

National PI: Lajos Pusztai, MD

Project Period: 2021-2026, Open to Accrual

Agency: AstraZeneca 

ID: 20000034385
Title: “D926XC00001: A Phase 3 Open-label, Randomized Study of Datopotamab Deruxtecan (Dato-DXd) With or Without Durvalumab Versus Investigators Choice of Therapy in Patients With Stage I-III Triple-negative Breast Cancer Who Have Residual Invasive Disease in the Breast and/or Axillary Lymph Nodes at Surgical Resection Following Neoadjuvant Systemic Therapy (TROPION-Breast03)”
Percent Effort: N/Am\
Site PI, Steering Committee Member: Lajos Pusztai, MD, DPhil 

Total cost: N/A

Project period:  09/07/2023 – open to accrual
Agency: AstraZeneca

ID: 2000031808
Title: “D967RC00001: A Phase 3 Open-label Trial of Neoadjuvant Trastuzumab Deruxtecan (T-DXd) Monotherapy or T-DXd Followed by THP Compared to ddAC-THP in Participants With High-risk HER2-positive Early-stage Breast Cancer (DESTINY-Breast11)”
Percent Effort: N/A

Steering Committee Member, Site PI: Lajos Pusztai, MD, DPhil 

Total cost: N/A

Project period:  Closed to Accrual
Agency: Breast Cancer Research Foundation
ID: 2000025532
Title: “Gut and Intratumoral Microbiome Effect on the Neoadjuvant Chemotherapy-induced Immunosurveillance in Triple Negative Breast Cancer"
Percent Effort: N/A

Site PI: Lajos Pusztai, MD, DPhil 

Total cost: N/A

Project period: 07/10/2019– present 
Agency:  Yale Cancer Center
ID:2000024267REG
Title: Cancer Research Study;  “Tissue and Clinical Data Resources for Cancer Research Studies”
Percent Effort: N/A

 PI: Lajos Pusztai, MD, DPhil 

Total cost: N/A

Project period: 01/18/2019 – present 
Agency: Merck Sharp & Dohme LLC 
ID: 2000020837
Title:  “A Phase III, Randomized, Double-blind Study to Evaluate Pembrolizumab plus Chemotherapy vs Placebo plus Chemotherapy as Neoadjuvant Therapy and Pembrolizumab vs Placebo as Adjuvant Therapy for Triple Negative Breast Cancer, KEYNOTE522”
Percent Effort: N/A

Local PI, Steering committee member: Lajos Pusztai, MD, DPhil 

Total cost: N/A

Project period: Closed to accrual 
Agency: Breast Cancer Research Foundation 
ID:  1406014226
Title: Elucidation of breast cancer biology using next generation sequencing and molecular profiling
Percent Effort: N/A

National PI: Lajos Pusztai, MD, DPhil 

Total cost: N/A

Project period: annual renewal 
Agency: NCI-SWOG Clinical Trial Network
ID: 2000020555 / S1418 

Title: S1418:” A Randomized, Phase III Trial to Evaluate the Efficacy and Safety of MK-3475 as Adjuvant Therapy for Triple Receptor-Negative Breast Cancer with > 1 cm Residual Invasive Cancer or Positive Lymph Nodes (>pN1mic) After Neoadjuvant Chemotherapy”

Percent Effort: N/A
National PI: Lajos Pusztai, MD

Total cost: N/A

Project period: 8 years,   Closed to accural 
Trial steering committees:

Chair DSMC; DYNASTY-Breast02; A Phase 3 Study of DB-1303 vs Investigator’s Choice Chemotherapy in HER2-low, Hormone Receptor Positive, Metastatic Breast Cancer

Chair DSMC; SOPHIA; Margetuximab Plus Chemotherapy vs Trastuzumab Plus Chemotherapy in the Treatment of HER2+ Metastatic Breast Cancer (NCT02492711)

Member DSMC: OPTIMA; Optimal Personalized Treatment of early breast cancer using Multi-parameter Analysis (ISRCTN42400492)

Member DSMC: PARTNER; Platinum and Polyadenosine 5'Diphosphoribose Polymerisation (PARP) Inhibitor for Neoadjuvant Treatment of Triple Negative Breast Cancer (TNBC) and/or Germline BRCA (gBRCA) Positive Breast Cancer (NCT03150576)
Member Steering Committee: KEYNOTE522: Study of Pembrolizumab (MK-3475) Plus Chemotherapy vs Placebo Plus Chemotherapy as Neoadjuvant Therapy and Pembrolizumab vs Placebo as Adjuvant Therapy in Participants With Triple Negative Breast Cancer (MK-3475-522) (NCT03036488) 

Member Steering Committee: CheckMate 7FL: Study of Nivolumab Versus Placebo in Combination With Neoadjuvant Chemotherapy and Adjuvant Endocrine Therapy in Participants With High-risk, Estrogen Receptor-Positive (ER+), Human Epidermal Growth Factor Receptor 2-Negative (HER2-) Primary Breast Cancer (NCT04109066)
Member Steering Committee: Destiny BR-011: A Phase 3 Open-label Trial of Neoadjuvant Trastuzumab Deruxtecan (T-DXd) Monotherapy or T-DXd followed by THP Compared to ddAC-THP in Participants with High-risk HER2-positive Early-stage Breast Cancer 
Member Steering Committee: TROPION-BR03; A Phase 3 Open-label, Randomised Study of Datopotamab Deruxtecan (Dato-DXd) With or Without Durvalumab Versus Investigators Choice of Therapy in Patients With Stage I-III Triple-negative Breast Cancer Who Have Residual Invasive Disease in the Breast and/or Axillary Lymph Nodes at Surgical Resection Following Neoadjuvant Systemic Therapy
Past Grants
Agency: NIH/NCI 

I.D.: R01CA219647-01

Title: “Immune biological differences between Triple Negative Breast Cancer in African

American and non-African American women and potential immunotherapy opportunities to

improve treatment outcome”

PI:  Lajos Pusztai, M.D., D.Phil

Role:  Principal Investigator  

Percent effort: 10%

Total cost:  $1,974.200

Project Period:  09/01/2017 – 07/31/2022
Agency:  Susan G. Koman

I.D.:  ASSESS: A Novel Breast Cancer Decision Support Tool

P.Is.: Sharon Giordano, M.D., Lajos Pusztai, M.D., D.Phil

Role:  Co-Principal Investigator

Percent Effort:  5%

Total Cost:  $397,876

Project Period:  09/01/2018 – 08/31/2022
Agency:  Department of Defense Breast Cancer Research Program  

I.D. #: Era of Hope Scholar Award BC141326   


Title:  “Epigenetic mechanisms of breast cancer metastasis”

PI:  Yan, Qin

Role:  Co-Investigator

Percent Effort:  1%

Total Cost:  $2,499,999

Project Period: 05/01/2015-04/30/2020
Agency: NCI 

I.D.: P30CA016359

Title: “Whole exome sequencing of pre-treatment and residual cancer samples from the randomized neoadjuvant NeoALTTO clinical trial for early stage HER2-positve breast cancer”

PI:  Lajos Pusztai, M.D., D.Phil

Role:  Principal Investigator  

Percent effort: 10%

Total cost:  $484,876

Project Period:  09/01/2016 – 08/31/2017 (with no cost extension in 2018)
Agency:
Connecticut BioPipeline Fund
Title:

Cell phone application to find patient-specific clinical trials for individuals
PI:
Lajos Pusztai, MD, DPhil.

Percent Effort:  1%
Annual Direct Costs: $30,000  

Performance Period:
10/01/2017-09/30/2018
Agency:  Breast Cancer Research Foundation

I.D.:  SPEC-18-2007

Title:  “Biological Interpretation of the Cancer Genome”

P.I.:  Lajos Pusztai, M.D., D.Phil

Role:  PI

Percent Effort: 1%

Total Cost:  $250,000

Project Period:  October 1, 2018-September 30, 2019
Agency:
Breast Cancer Research Foundation
ID#: Investigator Award BCRF-17-188

Title: “Exploiting the Foreign Antigenic Space in Breast Cancer”
Co-PIs: Marleen Kok MD, PhD & Lajos Pusztai, MD, D.Phil

Percent Effort:
10%

Annual Direct Costs: $136,856
Performance Period:
 10/01/2017-09/30/2018 

Agency:
NIH/NCI U10 CA180826-01 
Title:

YCC Cooperative Group Grant

PI:

Howard Hochster, M.D.

Role:

Co-Investigator

Percent Effort: 1%

Annual Direct Costs:
$344,918

Performance Period:
03/01/2014-02/28/2018 

Agency:  The Hope Foundation/SWOG

I.D.: ITSC Exploratory Pilot Project

Title:  Genomic Analysis of Inflammatory Breast Cancer (IBC) in SWOG S0800 Clinical Trial Tissues to Identify Molecular Alterations that Underlie the Aggressive Biology of IBC and Could Lead to the Development of New Diagnostic Tests and Therapeutic Interventions

PI:  Lajos Pusztai, M.D., D.Phil

Percent effort: as needed

Total Cost:  $48,628

Performance Period: 2016
Agency:  University of Michigan 

I.D. #
UM:   13-PAF06331
Title: Correlative science funding for SWOG S0800 clinical trial specimens
Total Cost for project period:  $50,000

Project period:  
10/01/2014-5/1/2016

Agency:
Breast Cancer Research Foundation
ID#:

Annual Award to D.R.


Title:

“Whole exome sequencing of pre-treatment, Day-14 and residual cancer samples from the NeoALTO clinical trial”

PI:

David Rimm, MD, PhD

Co-PI:

Lajos Pusztai, MD, D.Phil

Percent Effort:
5%


Annual Direct Costs:
$ 239,448 

Performance Period:
10/01/2012-09/30/2015

Agency:  Lion Heart Foundation

I.D. #
  Pilot Grant

Title:
“Development of a novel antibody-based therapy for triple negative breast cancer that targets low density lipoprotein receptor-related protein 8 (LRP8)”

Total Cost for project period:  $11,560

Project period:  
01/01/2014-12/31/2014
Agency:
Department of Defense/CDMRP
I.D.:

Predoctoral Traineeship Award – University of Texas M.D. Anderson Cancer Center

Title:

“Identification of novel therapeutic targets for triple-negative breast cancer”

P.I.:

Christine Shiang, PhD student, Graduate Research Assistant

Role on project:  Mentor

Percent effort:
2%

Total costs for project period:  $129,600

Project period:
12/1/2010 - 12/31/2013
Agency:
The Randalls Foundation
I.D.#

Established Investigator Grant

Title:

“National I-Spy Trial II”
P.I.:

Lajos Pusztai, M.D.

Percent effort: 10%

Total costs for project period:  $ 300,000

Project period:
4/10/2012 – 4/10/2013
Agency:
AstraZeneca
I.D.:

Established Investigator Grant

Title:

“Evaluation of molecular marker-driven patient selection strategy for AZD6244 in a prospective clinical trial and pre-clinical development of rational combinations of biologically targeted drugs based on molecular analysis of human breast cancers”
P.I.:

Lajos Pusztai, M.D.

Percent effort:
5%

Total costs for project period:  $309,060

Project period:
8/1/2010 - 7/31/2012

Agency:
Ron and Tycha Stading Breast Cancer Fund
ID:

Philanthropic donation

Title:

“Breast Cancer Personalized Medicine Program”
PI:

Lajos Pusztai, M.D.

Percent effort:
10%

Total costs: 
$ 645,000

Project period:
1/12/2011 - 7/31/2012

Agency:
Commonwealth Foundation for Cancer Research
I.D.:

Established Investigator Grant

Title:

“Prospective evaluation of the clinical utility of genomic predictive markers for dasatinib in a parallel, multi-arm phase II clinical trial for metastatic breast cancer”
P.I.:

Lajos Pusztai, M.D.  

Percent effort:
10%

Total costs for project period:  $359,600

Project period:
11/1/2008-10/31/2011
Agency:
American Society of Clinical Oncology 

I.D.:

Advanced Clinical Research Award
Title:

“Prospective evaluation of the clinical utility of several different genomic predictive markers in a parallel, multi-arm, two-step, phase II clinical trial program”
P.I.:

Lajos Pusztai, M.D. 

Percent effort:
9%

Total costs for project period:  $450,000

Project period:
7/1/2008-6/30/2011
Agency:
NIH/NCI
I.D.#

R01 CA12199401

Title:

“The P13K/PTEN/AKT signal transduction cascade in breast cancer”
P.I.:

Ana M. Gonzalez-Angulo, M.D.  

Co-Investigator:
Lajos Pusztai, M.D.  

Percent effort:
5%

Direct costs per year:  $144,493

Total costs for project period:  $722,467

Project period:
7/1/2006-12/31/2011
Agency:
American Society of Clinical Oncology
I.D.#

Established Investigator Grant

Title:

“The P13K/PTEN/AKT signal transduction cascade as a predictor for response to therapy and therapeutic target in breast cancer”
P.I.:

Ana M. Gonzalez-Angulo

Co-Investigator: Lajos Pusztai, M.D.  

Percent effort:
5%

Direct costs per year:  $48,164

Total costs for project period:  $168,507

Project period:
7/1/2006-6/30/2011

Agency:
The Randalls Foundation


I.D.#

Established Investigator Grant

Title:

“National I-Spy I Trial gene expression profiling sub-project”
P.I.:

Lajos Pusztai, M.D.  


Percent effort:
10%
Total costs for project period:  $264,000
Project period:
03/31/2010 – 02/28/2011

Agency:
Randalls Food Market


I.D.#

Established Investigator Grant


Title:

“Breast Cancer Pharmacogenomic Research Program”
P.I.:

Lajos Pusztai, M.D.  

Percent effort:
10%
Total costs for project period:  $125,000

Project period:
04/28/2009 – 03/27/2010
Agency:
Susan G. Komen Breast Cancer Foundation
I.D.:

Established Investigator Grant

Title:

“Prospective evaluation of molecular triaging with pharmacogenomic tests to select neoadjuvant treatment, Susan G. Komen Breast Cancer Foundation”
P.I.:

Fraser Symmans, M.D.  

Co-Investigator: Lajos Pusztai, M.D.  

Percent effort:
5%

Total costs for project period:  $1,000,000

Project period:
5/1/2008-4/30/2010

Agency:
The University of Texas M. D. Anderson Cancer Center
I.D.:

Established Investigator Grant

Title:

“Identification of novel therapeutic targets for triple-negative breast cancers through the analysis of human breast cancer gene expression data”
P.I.:

Lajos Pusztai, M.D.  

Percent effort:
1%

Total costs for project period:  $50,000

Project period:
9/1/2008-8/31/2010
Agency:
NIH/NCI


I.D.#

1 R01 CA11299-01


Title:

“Targeting mTOR for cancer therapy”

P.I.:

Funda Meric-Bernstam, M.D.  

Co-Investigator:  Lajos Pusztai, M.D.  

Percent effort:
1%

Total costs for project period:  $1,230,000

Project period:
01/01/2005 – 12/31/2010
Agency:
NIH/NCI


I.D.#

R03HG004005


Title:

“Economic evaluations of emerging genomic tests for early-stage breast cancer”

P.I.:

Tina Shi, Ph.D.  

Co-Investigator:  Lajos Pusztai, M.D.  

Percent effort:
20%
Total costs for project period:  $250,000

Project period:
10/31/2008 – 04/30/2009
Agency:
NIH/NCI


I.D.#

1 R21 CA118156-01A1


Title:

“ER reporter genes to predict response to endocrine therapy”

P.I.:

Fraser Symmans, M.D.  

Co-Investigator:  Lajos Pusztai, M.D.  

Percent effort:
3%
Total costs for project period:  $400,575
Project period:
09/01/2006 – 08/31/2008
Agency:
NIH/NCI


I.D.#

1 R21 CA12024801


Title:

“Functional proteomics and response to preoperative therapy in breast cancer”

P.I.:

Ana M. Gonzalez-Angulo, M.D.  

Co-Investigator:  Lajos Pusztai, M.D.  

Percent effort:
5%

Total costs for project period:  $337,500

Project period:
04/01/2006 – 03/31/2008

Agency:
NIH/NCI


I.D.#

1 R01 CA106290-03

Title:

“Development and validation of gene-expression profile-based tests that predict pathologic complete response to preoperative chemotherapy for breast cancer”

P.I.:

Lajos Pusztai, M.D.  

Percent effort:
22.5%

Total costs for project period:  $679,500

Project period:
02/01/2004 – 03/31/2008

Agency:
The University of Texas M. D. Anderson Cancer Center


I.D.#

Investigator Grant, Goodwin Funds


Title:

“Randomized clinical trial to evaluate the predictive accuracy of a gene expression profile-based test to select patients for preoperative taxane/anthracycline chemotherapy for stage I-III breast cancer”
P.I.:

Lajos Pusztai, M.D.  

Percent effort:
5%
Total costs for project period:  $95,250
Project period:
05/24/2006 – 05/23/2007

Past Clinical Trials 

Agency: NCI-Southwest Oncology Group

ID: S1207 

Title: Phase III Randomized, Placebo-Controlled Clinical Trial Evaluating the Use of Adjuvant Endocrine Therapy +/- One Year of everolimus in Patients with High-Risk, Hormone Receptor-Positive AND HER2/neu Negative Breast Cancer.

Percent Effort: N/A

National Translational Research PI: Lajos Pusztai, MD

Total cost: N/A

Project period: 2016 - 2023 
Agency: I-SPY 2 trial consortium; Quantum Leap Health Inc.

Title: I-SPY 2 TRIAL: Neoadjuvant and Personalized Adaptive Novel Agents to Treat Breast Cancer. ARM: Olaparib+Durvalumab+Taxol
Percent effort: NA

Arm PI: Lajos Pusztai

Project Period:2018 – 2023 
Agency:     Genentech 

I.D.#  Yale Investigator Initiated Trial (contract ML28772)        

Title:    Single Arm, Neoadjuvant, Phase II Trial of Pertuzumab and Trastuzumab Administered Concomitantly with Weekly Paclitaxel and FEC for Clinical Stage I-III Her2-Positive Breast Cancer

P.I.:     Lajos Pusztai, M.D.

Percent effort: 1%

Total costs for project period:   $ 179,200 

Project period: 4/3/13 – 4/2/17

Agency: Novartis

ID: Yale Investigator initiated trial

Title: Neoadjuvant Phase II trial of Aromatase Inhibitor Plus Everolimus in Postmenopausal Women with ER positive HER2 Negative breast cancer and Low Recurrence Score

PI: Lajos Pusztai, MD

Percent effort 1%

Project period: 2014-2020

Agency:     Yale Cancer Center Discovery Fund

I.D.#  Yale Investigator Initiated Trial (contract ML28772)        

Title:   A phase I/II clinical trial evaluating the safety and clinical activity of radioiodide (131I-) as a novel targeted therapy for metastatic breast cancer that overexpresses functional Na/I symporter 

PI: Lajos Pusztai, M.D.

Percent effort: 1%

Total costs for project period:   $ 600,000 

Project period: 11/3/15 – 11/2/19

Agency:  Merck

I.D.:  MK-3475-068

Title:  A Phase II Clinical Trial of Pembrolizumbab (MK-3475) as Monotherapy for Metastic Triple Negative Breast Cancer (mTNBC) – (Keynote-086)”


Site P.I.:     Lajos Pusztai, M.D.

Percent effort: NA

Total costs for project period:  $1,721.321

Project period: 24 months

Agency:    Merck 

I.D.#       1306012177         

Title:   “A Phase Ib Multi-Cohort Study of MK-3475 in Subjects with Advanced Solid Tumors (Keynote-012)

Site P.I.:     Lajos Pusztai, M.D.

Percent effort: NA

Total costs for project period:  $ 2, 052 240 

Project period: 24 months
Agency:   Genentech  

I.D.#          

Title:    An Open-Label, Phase I, Dose-Escalation Study Evaluating the Safety and Tolerability of GDC-00320in Patients with Locally Advanced or Metastatic Solid Tumors in Combination with Endocrine Therapy in Patients with Locally Advanced or Metastatic Hormone Receptor-Positive Breast Cancer

Site P.I.:     Lajos Pusztai, M.D.

Percent effort: 1%

Total costs for project period:  $ 6,785 819 

Project period:
6/1/2013-6/1/2015
Agency:     Foundation Medicine 

I.D.#

1210010985          

Title:    Molecular Analysis Prior to Investigational Therapy

P.I.:     Lajos Pusztai, M.D.

Percent effort: 5%

Total costs for project period:  $ 800,000 (provided in the form of free molecular testing)

Project period:
2013-2016
Agency:
The University of Texas M.D. Anderson Cancer Center and the Ron and Tyda Stading Family Gift Donation
I.D.#


P.I.:

Lajos Pusztai, M.D.  

Title: 

“Breast cancer evaluation and targeted investigational therapy - Protocol LAB11-0337”
Percent effort:
10%
Total costs: 
$ 645,000

Project period:
1/12/2011 - 7/31/2012

Agency:
National Institutes of Health Foundation and The Randalls Foundation 

I.D.#

(NIHF)

P.I.:

Lajos Pusztai, M.D.  

Title: 

“Investigation of serial studies to predict your therapeutic response with imaging and molecular analysis 2 (I-SPY II)” - Protocol 2010-0145
Percent effort: 
10%

Total costs for project period:  $ 300,000

Project period:
4/10/2012 – 4/10/2012

Agency:
Susan G. Komen Foundation
I.D.#


Co-PI:

Lajos Pusztai, M.D./W. Fraser Symmans, M.D.  

Title: 

“Molecular triaging of newly diagnosed breast cancer for preoperative therapies” - Protocol 2008-0765
Percent effort:
10%
Total costs for project period:  $1,000,000

Project period:
2009-2012

Agency:
Bristol Myers Squib
I.D.#


P.I.:

Lajos Pusztai, M.D.  

Title: 

“Personalized treatment selection for Dasatinib in metastatic breast cancer” - Protocol 2007-0574
Percent effort:
10%
Total costs for project period:  $385,710
Project period:
2007−2012
Agency:
The University of Texas M. D. Anderson Cancer Center

I.D.#
Aventis Drug Development Award

Title: 

“Discovery of molecular predictors of response to preoperative FEC chemotherapy and validation of novel markers of benefit from adjuvant anthracycline therapy for breast cancer” Protocol LAB05-0947
P.I.:

Lajos Pusztai, M.D.  


Percent effort:
10%
Total costs for project period:  $50,576.95


Project period:
2006-2007

Agency:
Southwestern Oncology Group
I.D.#
NCI/CTEP, Genentech

Title:

“Randomized study of weekly vinorelbine (Navelbine) alone versus vinorelbine plus trastuzumab (Herceptin) for patients with HER-2-positive metastatic breast cancer who have failed previous taxane/trastuzumab combination therapy” Protocol SWOGS-0347
P.I.:

Lajos Pusztai, M.D.  


Percent effort:
10%
Total costs for project period:  $14,457.60


Project period:
2004-2006

Agency:
Dee Simmons Family Fund

I.D.#
philanthropic donation

Title: 

“Transcriptional profiling of primary breast cancer to define predictors of response to different chemotherapy regimens” Protocol 2003-0321

P.I.:

Lajos Pusztai, M.D.  


Percent effort:
10%
Total costs for project period:  $26,325


Project period:
2003-2006

Agency:
Xanthus Life Sciences

I.D.#

clinical trial funding

Title: 

“Amonafide: Individual phenotype-adjusted chemotherapy for women with metastatic breast cancer who have progressed despite prior chemotherapy” Protocol DM03-0081
P.I.:

Lajos Pusztai, M.D.  

Percent effort:
10%
Total costs for project period:  $100,984

Project period:
2003-2005

Agency:
Department of Defense
I.D.#
Department of Defense Career Development Award

Title: 

“Exploratory study to assess expression of sigma 1 receptor in breast cancer” Protocol LAB02-528
P.I.:

Lajos Pusztai, M.D.  

Percent effort:
10%
Total costs for project period:  $241,000

Project period:
2001-2005

Agency:
AstraZeneca
I.D.#

clinical trial funding

Title: 

“A non-randomized, open label, phase II, multi-center trial of ZD1839 (Iressa) 500mg daily in patients with advanced breast cancer” Protocol DM01-165
P.I.:

Lajos Pusztai, M.D.  

Percent effort:
10%
Total costs for project period:  $99,804

Project period:
2001-2002

Agency:
Xenova, Inc.
I.D.#
clinical trial funding

Title:

“Phase II study to evaluate XR9576, a selective MDR-1 inhibitor in chemotherapy resistant advanced breast cancer” Protocol ID01-165

P.I.:

Lajos Pusztai, M.D.  

Percent effort:
10%
Total costs for project period:  $175,000

Project period:
2001−2002
Agency:
Cell Pathways Inc.
I.D.#

clinical trial funding

P.I.:

Lajos Pusztai, M.D.  

Title:

“Phase I-II study to evaluate safety, efficacy and pharmacokinetic interactions between capecitabine (XELODA) and exisulind (AptosynTM) in patients with metastatic breast cancer” Protocol ID00-049
Percent effort:
10%
Total costs for project period:  $6,286.88/patient enrolled.

Project period:
2000-2001
Invited Speaking Engagements, Presentations, Symposia & Workshops International/National
2024
“Breast Cancer in Older Adults - The aging immune system and hormonal changes”  San Antonio Breast Cancer Symposium (SABCS), Education session, San Antonio TX, 2024

2024
“Management of metastatic triple negative breast cancer” 12th Emirates Oncology Conference, Abu Dhabi, United Arab Emirates, Nov 15, 2024

2024
 “Breastfeeding attributable risk of Triple Negative Breast cancer in the USA” RISE-UP meeting San Francisco, CA, Nov 3, 2024

2024
“Development and validation of RSClin N+ tool for hormone receptor-positive (HR+), HER2-negative (HER2-), node-positive breast cancer”. Best of ASCO 2024, Dhaka, Bangladesh, October 3rd, 2024 (virtual lecture)

2024
“Neoadjuvant versus adjuvant immunotherapy of breast cancer” 17th International Symposium on Translational Research in Oncology, Dublin, Ireland, Sept 25th-27th 2024
2024 
“Identifying patients with stage II/III breast cancer that benefit from chemo-immunotherapy”  2024 KONA Breast Cancer Summit, Hawaii

2024
“Future of Immunotherapy in Breast Cancer” (virtual lecture),  2024 MSD Breast Cancer Big View, Beijing, China

2024 
“Should pCR be an acceptable endpoint for FDA approval of new therapies for early-stage breast cancer?”19th New Orleans Summer Cancer Meeting, New Orleans.

2024
“Progress and Challenges in Monitoring for Molecular Residual Disease in Early-Stage Breast Cancer”, 23rd Annual International Congress on the Future of Breast Cancer – East, New York City

2024 
“Development and validation of RSClin N+ tool for hormone receptor-positive (HR+), HER2-negative (HER2-) node-positive breast cancer“ ASCO annual meeting, oral presentation, Chicago

2024 
“Neoadjuvant treatment and new directions in breast cancer” Rome, Italy

2024
“Escalating and de-escalating care in ER+ breast cancers” Zurich, Switzerland

2024
“Biomarkers in the management of breast cancer, state of the art and future perspectives”. Genova Italy.

2023
San Antonio Breast Cancer Symposium: Spotlight Session Chair: “Novel Nuclear Receptor Targeting Therapies”, San Antonio, TX
2023
Budapest Breast Cancer Think Tank: Novel therapeutic targets in breast cancer. Budapest, Hungary

2023
Innovators in Breast Cancer after ESMO 2023: “News from the lab: biological factors and new targets”  Novara, Italy 

2023
8th Munich Molecular Imaging Meeting, “Predictors of benefit from endocrine therapy” Munich, Germany

2023
16th International Symposium on Translational Research in Oncology, “Cancer Relevance of Human Genes”, Dublin, Ireland

2023
3rd International Summer School on Immuno Oncology, “Cancer Relevance of Human Genes” Verbania, Italy

2023 
9th International Congress on Cancer Metastasis, San Francisco; “Can we cure metastatic breast cancer?”

2023
Susan G Komen Foundation, Breast Cancer Big Data Hackathon, Team Lead; “Predict/visualize combined functional effects of germline and somatic alterations in breast cancer” Dallas, TX

2023
Breast Cancer think Tank: “Metabolic Targeting of Breast Cancer”, Santa Lucia

2022 
AACR-San Antonio Breast Cancer Symposium, Chair Poster Discussion Session 17: “Emerging biomarkers off endocrine resistance”  San Antonio, TX

2022
7th International Inflammatory Breast Cancer Symposium: “Strategic Development of Genomic Analysis of Inflammatory Breast Cancer” Houston, TX

2022 
The 19th Biennial Congress of the Metastases Research Society, “Can we cure metastatic breast cancer?” Buenos Aires, Argentina, October 2022 

2022
15th International Symposium on Translational Research in Oncology; “Targeting Acetyl-CoA-carboxylase in breast cancer”.  Dublin, Ireland
2022
2022 China American Summit Forum on Breast Cancer, Guangzhou, China (virtual participation), June 17, 2022: “Selecting Therapies for Minimal Residual Disease in ER+ and TNBC”

2022
American Society of Clinical Oncology, 2022 Annual Meeting: “Event-free Survival by Residual Cancer Burden After Neoadjuvant Pembrolizumab + Chemotherapy vs Placebo + Chemotherapy for Early-Stage TNBC: Exploratory Analysis From KEYNOTE-522” June 7, 2022 Chicago, IL

2022
American Association for Cancer Research, 2022 Annual Meeting: “Limitations of machine learning; cancer biology as a combinatorial challenge”, April 13, New Orleans, LA

2022
Society of Surgical Oncology 2022 Annual Meeting: “Systemic therapy of metaplastic carcinoma of the breast” March 10-11, Dallas, TX

2021
6th International Conference on Cancer research and Drug Development: “Exploiting metabolic isoenzyme shifts in cancer for therapeutic advantage” October 25, 2021, Baltimore (on-line)

2021
International Symposium on Translational Research in Oncology virtual seminar; “The mysteries of pathologic complete response (pCR); How small changes in pCR rates can translate into larger changes in survival, and why this is not always observed” Dublin Ireland, October 18, 2021

2021
Tri-State Best of ASCO 2021: “Early Breast Cancer and Metastatic Breast Cancer Highlights” Cincinnati, October 2, 2021
2021
From the Laboratory to the Clinic...Dissecting Triple Negative Breast Cancer: “Unanswered questions in the interrogation of the genome, tumor microenvironment (and microbiome) in TNBC” virtual meeting Ireland

2021
5th Annual International Congress on Oncology and Pathology, New York (online), “Novel Prognostic Markers and Associated Therapeutics in Advanced and Metastatic Breast Cancer”
2021
Annual Meeting of ASCO; “The Way of the Future: Personalizing Treatment Plans Through Technology”

2020 
13th International Symposium on Translational Research in Oncology; “Targeting metabolic vulnerabilities of breast cancer” Dublin, Ireland

2020 
ESMO Webinar: Will Recent Major Trials with CDK Inhibitors be Practice Changing In Early Breast Cancer “Prognostic and Predictive markers in ER+ disease”

2020
Lynn Sage Breast Cancer Symposium, Virtual Meeting; “Detection and Treatment of Minimal Residual Disease, The way forward?”

2020 
Annual Meeting (Virtual) of the Korean Society of Medical Oncology (KSMO) “The emerging role of immunotherapy in breast cancer”

2020 
Physicians’ Education Resource (PER) 4th Annual International Congress on Oncology Pathology “Molecular Markers to Guide Treatment Selection in Triple Negative Breast Cancer” New York City, NY

2020
ASCO Virtual Meeting May 29, 2020: “Deep dive into preoperative HER2 biomarkers”

2020
ESMO Breast Virtual meeting May 24, 2020: “Predictors of benefit from immune checkpoint therapy in breast cancer”

2020 
111th Annual Meeting of the American Association for Cancer Research (AACR); 2020 April 27-28; (Virtual Meeting I). Plenary presentation: “Evaluation of durvalumab in combination with olaparib and paclitaxel in high-risk HER2 negative stage II/III breast cancer: Results from the I-SPY 2 TRIAL”
2019
6th International on New Drugs and new Insights in Breast Cancer, “Can we identify the best biological companions to immunotherapy” Rome, Italy

2019
12th Annual International Symposium on Translational Research in Oncology; “Immunotherapy of Breast Cancer”, Dublin, Ireland

2019
12th AACR Conference on The Science of Cancer Health Disparities in Racial/Ethnic Minorities and the Medically Underserved “Differences in the immune microenvironment of African American and Caucasian triple negative breast cancer” San Francisco, CA

2019 
Susan G. Komen Breast Cancer Disparities Research Summit “Differences in chemotherapy sensitivity of African American and Caucasian triple negative breast cancer” San Francisco, CA
2019
Chair, CME course: Paradigm shifts in management of early-stage breast cancer. Chicago “Neoadjuvant versus adjuvant chemotherapy” 
2019 
Promises and Challenges in Developing New Drugs in Oncology – Fondazione Michelangelo and Fondazione Gianni Bonadonna Joint International Conference : “Rank genomic alterations as targets for precision medicine; The ESMO Scale for Clinical Actionability of Molecular Targets” Milan, Italy.
2019
ESMO Breast Cancer Conference, “Use of tumor profiling to select therapy for metastatic breast cancer” Berlin, Germany 
2019
10th Annual Charite Mayo Conference, “Neoadjuvant Chemotherapy, Why, When and How?” Berlin, Germany

2019
6th Annual USC Multi-Disciplinary Breast Cancer Symposium “Emerging Role of Immunotherapy in Breast Cancer” Los Angeles, CA

2019
29th Annual Breast Cancer Think Tank, “Cancer Genome Integrity Score” Plaja del Carmen, Mexico

2018
Expert Focus on Breast Cancer; “Biomarkers of response and resistance to Immunotherapy” Dallas, TX

2018 
11th International Symposium on Translational Research in Oncology: “Immunological Differences Between Primary Tumors and Metastasis” Dublin. Ireland

2018
ASCO 2018 Annual Meeting Education Session: “Why do we care about tumor heterogeneity?” Chicago, IL

2018
2018 Spring Managed Care Forum: “New agents and emerging strategies in advanced breast cancer.” Orlando FL

2018
FEBS Advanced Course; Emerging Issues of Breast Cancer Research: “How to make the tumor immune microenvironment great again”, Budapest, Hungary

2018
MAQC Society 2nd Annual Meeting, Precision Medicine and Clinical Omics; “Evolution of the Breast Cancer Genome under Immune Surveillance” Shanghai, China

2018
Expert Forum on Breast Cancer, “Role of Immunotherapy in Triple Negative Breast Cancer.” Dallas TX

2017
35th Annual Chemotherapy Foundation, Innovative Cancer Therapy for Tomorrow: “Residual disease after neoadjuvant therapy, immunotherapy, chemotherapy, both or neither” New York City

2017
OMICS 2017: “Shaping of the breast cancer genome by the immune system.” Varadoro, Cuba

2017
Breast Cancer Immuno-Oncology Conference: “Tumor infiltrating lymphocytes predicting outcome and response to therapy” Moffitt Cancer Center, Tampa, FL

2017
10th International Symposium on translational Research in Oncology; “Molecular predictors of response to HER2 targeted therapies”, Dublin, Ireland

2017
Komen Scholars Annual Meeting: “Metastatic Breast Cancer; The immune fugitive.” Dallas, TX
2017
The 5th Okayama Translational Research Summit: “Immunotherapy of breast cancer: from and idea to clinical trials”. Okayama, Japan

2017
The Future of Inflammatory Breast Cancer, 10th Anniversary Conference: “Whole Genome Sequencing of Inflammatory Breast Cancer” Houston, TX

2017
27th Breast Cancer Think Tank: “Challenges in Interpreting the Genome”. St Lucia,

2016
9th International Symposium on Translational Research in Oncology: “Immune sculpting of the breast cancer genome”, Dublin, Ireland

2016
26th Annual Interdisciplinary Breast Cancer Conference: “Genomic Biomarkers for Breast Cancer”, Las Vegas, NV.

2016
26th Annual Interdisciplinary Breast Cancer Conference: “Emerging Paradigm Shifts of Therapy in Early-Stage Breast Cancer”, Las Vegas, NV.

2016
The 21st Annual Multidisciplinary Symposium on Breast Disease: “Immunotherapy of Breast Cancer” Amelia Island, FL.  

2016
Fudan University Life Sciences Institute and Shanghai Cancer Center: “Emerging New Concepts in Breast Cancer Genomics”, Shanghai, China

2015
San Antonio Breast Cancer Symposium: “Whole exome sequencing of pre-treatment biopsies from the neoALTTO Trial to identify DNA aberrations associated with response to HER2-targeted therapies”, San Antonio, TX  
2015
XXXI Annual Meeting of the Hungarian Oncologists’ Association (MOT): “Immunotherapy of Breast Cancer”. Budapest, Hungary

2015
European Cancer Congress, Satellite Symposium: “Immunotherapy in Triple-Negative Breast Cancer; Results and Ongoing Clinical Trials”, Vienna, Austria

2015    14th Annual International Congress on the Future of Breast Cancer: “Novel Diagnostics:  Emerging Clinical Utility Focus on the Genome”. Huntington Beach, CA
2015
FV Hospital Breast Cancer Multidisciplinary Treatment Symposium:  “Systemic Therapy of Breast cancer:  When and How?” Ho Chi Minh City, Vietnam
2015
Bach Mai Hospital Breast Cancer Multidisciplinary Course:  “Invasive Breast Carcinoma Management in 2015, Systemic Therapy: When and How?” Hanoi, Vietnam 
2015
IMPAKT Breast Cancer Conference: “Therapeutic implications of mutational evolution in breast cancer” Brussels, Belgium  

2015
Belsky-Moranis Lecture NYU Langone Medical Center Grand Rounds:  Divide and Conquer; the end game in sight for breast center”, New York, NY

2015    Symposium Cancer du Sein: “Breast Cancer Genomics”, Paris, France 
2014    Southwest Oncology Fall Group Meeting: “Adjuvant PDL-1 Antibody Therapy for High-Risk Triple Negative Breast Cancer”, Chicago, IL   
2014
International Istanbul Breast Cancer Conference: “Role of Neoadjuvant Chemotherapy In The Post ALTTO Era”, Istanbul Turkey
2014     ASCO Breast Cancer Symposium: “Next Generation Sequencing for Determining Treatment in Breast Cancer:  Ready for: Prime Time?”  San Francisco, CA 
2014:
 II Congreso Nacional De Mastologia: Neoadjuvant treatment of breast cancer”, Cancun Mexico
2014:   ASCO Annual Meeting, American Society of Clinical Oncology (ASCO), Invited speaker/Discussant, Chicago, IL 

2014:   Annual Meeting, American Association for Cancer Research (AACR), Session Chair; San Diego, CA  
2013:   37th Annual Breast Cancer Symposium, Discussant (S5-01 to S5-02) San Antonio, TX   

2013:   2nd Annual Conference Global Biomarkers Consortium:  Optimal, Value-Based Use of  Molecular Biomarkers in Oncology: The Expert’s Perspective on How I Treat My Patients, Breast Cancer, Boston, MA

2013:
Breast Cancer Symposium (ASCO) meeting: “Surrogate Markers versus Real Molecular Profiling”, San Francisco, CA
2013:
Annual American Society of Clinical Oncology (ASCO) Meeting: “Using the Metastatic Tumor Molecular Profile to Tailor Treatment”, Chicago, IL

2013:
Controversies in Breast Cancer. “Validation and interpretation of biomarkers”, Tata Medical Center, Kolkata, India

2013:
13th St. Gallen International Breast Cancer Conference 2013. “Influence of genomics on adjuvant treatments for pre-invasive and invasive breast cancer”, St. Gallen, Switzerland.

2013:
Breast Cancer Conference. “Challenges and opportunities in breast cancer clinical trial in the genomic era”, Okayama, Japan

2013:
Translational Research Summit. “Divide and conquer: challenges and opportunities in breast cancer clinical trial in the genomic era”, Tokyo, Japan.
2013:
Annual Meeting, American Association for Cancer Research (AACR), Poster presentation: “Metabolic vulnerability of breast cancer based on shifts in the expression of metabolic enzyme isoforms”, Washington, DC.

2013:
6th Annual Safeway Breast Cancer Retreat, “Biomarker development in the neoadjuvant treatment setting of early-stage breast cancer and its implications for the recent FDA guidance policy”, Washington, DC.
2012:
CTRC-AACR San Antonio Breast Cancer Symposium.  “Use of genomic tests in routine practice and clinical research in metastatic breast cancer”, San Antonio, Texas

2012:
XII Michelangelo Foundation Seminar: “Prediction of benefit from response, pCR and biomarkers and the challenge of breast cancer heterogeneity”, Milan, Italy

2012:
ESMO 2012 Congress:  “ER+/HER2+ and ER-/HER2+ breast cancers are molecularly distinct but immune gene signatures are prognostic and predictive in both groups”, Vienna, Austria

2012:
Annual ASCO Meeting: “Use of next-generation sequencing (NGS) to detect high frequency of targetable alterations in primary and metastatic breast cancer (MBC)”, American Society of Clinical Oncology, Chicago, IL

2012:   59th Karolinska Institute Nobel Conference, Stockholm, Sweden, Integrated analysis of gene expression, DNA copy number and mutation data for molecular diagnostics of breast cancer”

2012:
2nd Pavia Update on Breast Cancer Symposium, Nadirex International srl, Pavia, Italy, Speaker, “Breast cancer beyond molecular classification” 

2012:
AACR Annual Meeting: “Genomic signatures and predictive biomarkers in breast cancer: Challenges and controversies”, American Association for Cancer Research, Chicago, IL

2012:
Advances in Breast Cancer Conference: “How do we know if a biomarker is credible?” Doctaforum Congresos Reuniones Cientificas, Madrid, Spain

2011:
33rd Annual San Antonio Breast Cancer Symposium, UT Health Science Center, San Antonio, TX, Speaker, “Protein kinase mutation patterns in human breast cancer”

2011:
VI Congress Attualita in Senologia: “Molecular analysis of breast cancer to select patients for targeted therapies”, O.I.C. Srl Firence, Florence, Italy

2011:
IX Madrid Breast Cancer Conference: “Gene pathways associated with prognosis and chemotherapy sensitivity in different molecular subtypes", Fundacion MMA, Madrid, Spain


2011:   Combating Breast Cancer Conference: “Beyond molecular class”, IF Kongress Management GMBH, Munich, Germany


2011:   The Mater 14th International Breast Cancer Meeting: “Lessons learned from neoadjuvant chemotherapy”, Mater Misericordiae University Hospital, Dublin, Ireland

2011:
16th ECCO - 36th ESMO Multidisciplinary Cancer Congress: “Role of gene expression profiling for biomarker discovery”, The European Cancer Organization, Stockholm, Sweden

2011:
Nordic HER2 State of the Art Meeting: “Next generation HER2 and other HER2 family member sequencing results”, Roche AB, Stockholm, Sweden

2011:
IMPAKT Breast Cancer Conference: “New technologies:”, ESMO Congress, Brussels, Belgium

2011:
102nd Annual AACR Meeting: “A decade of transcriptomic analysis of breast cancer: What have you learned”, American Association for Cancer Research, Orlando, FL

2011:
Current Strategies in the Treatment of Breast Cancer Conference: “Treatment insights based on molecular subtypes and novel diagnostics”, International Cancer Network, LLC, Philadelphia, PA

2011:
14th National Breast Cancer Trials Meeting: “The impact of breast cancer molecular heterogeneity on clinical trial design, interpretation and biomarker discovery”, National Cancer Research Institute (NCRI), The Royal Marsden NHS Foundation Trust, London, UK

2011:
CNIO Frontiers Meeting: “Using human genomic data to define the next generation of therapeutic targets for triple negative breast cancer”, Spanish National Cancer Research Centre, Madrid, Spain

2011:
XI Michelangelo Foundation Seminar: “Patient selection for endocrine therapy: Beyond the tumor estrogen receptor status”, Fondazione IRCCS Istituto Nazionale Del Tumori, Milan, Italy

2011:
Controversies in Breast Cancer Conference: “Contributions of biomarkers to personalized medicine”, Sultan Qaboos University Hospital, Muscat, Oman

2010:
Molecular Cytopathology Congress: “Breast cancer molecular profiling”, Centro Congressi Universita Federico II, Naples, Italy, 10/2010

2010:
7th International Consensus Conference: “Adjuvant therapy in stage I breast cancer, including the influence of multigene assays and molecular profiling”, Kimmel Cancer Center, Foundation of Breast and Prostate Health, Philadelphia, PA

2010:
4th International Symposium on Primary Systemic Treatment in the Management of Operable Breast Cancer: “Pharmacogenomics to guide successful development of old and new therapies”, Istituti Ospitalieri di Cremona, Cremona, Italy

2010:
4th Intl. Consensus Meeting on Neoadjuvant Treatment of Primary Breast Cancer” “Gene signatures”, University Hospital Frankfurt, Biedenkopf, Germany

2010:
Gene profiling: Role in clinical trial design and patient management, 6th Modena International Breast Cancer Conference, Accademia Nazionale di Medicina, Modena, Italy, 9/2010

2010:
4th Seoul Breast Cancer Symposium: “Molecular profiles to predict chemotherapy responsiveness”, Seoul National University, Seol, Korea

2010:
2nd Worldwide Innovative Networking Symposium: ”Personalized cancer medicine discoveries from the bench to the bedside”,  Paris, France

2010:
Controversies in Breast Cancer Meeting: “Molecular profiling currently offers no more than tumour morphology and basic immunohistology”, Novartis, Pfizer, Roche, Edinburgh, UK

2010:
46th Annual ASCO Meeting: “Gene-signature based patient selection for Dasatinib therapy in metastatic breast cancer”, American Society of Clinical Oncology, Chicago, IL

2010:
CNIO Frontiers Meeting: “Clinical trial design to prospectively test molecular markers and patient selection strategies”, Centro Nacional de Investigaciones Oncologicas (CNIO), Madrid, Spain

2010:
Third Annual Symposium on Personalized Therapies for Breast Cancer, “Point-Counterpoint 1: Genomic profiling assay tests are helpful in clinical decision making for node-positive breast cancer”, The Oncology Learning Center, Inc., La Jolla, CA
2010:
Symposia on Cancer Research: Personalized Cancer Therapy and Prevention, The

University of Texas M. D. Anderson Cancer Center, Houston, TX, Co-Chair

2010:
Meet the Professor 5th Advanced Course on Breast Cancer: “Gene expression profiling is an essential component for an appropriate management of early breast cancer”, Accademia Nazionale di Medicina, Modena, Italy

2010:
International Expert Meeting: “Integration of molecular diagnostics in clinical trials: The problem of identification and validation”, BANSS Foundation, Biedenkopf, Germany

2010:
II Multidisciplinary Meeting on Breast Cancer Management: “Pathology in the relapsing or metastatic breast cancer patient: Should all the patients be re-biopsied?”, The University of Texas M. D. Anderson International Spain, Madrid, Spain

2010:
Controversies in Breast Cancer Meeting: “mRNA based on genomic predictors”, University of Edinburgh, Edinburgh, UK

2010:
II Multidisciplinary Meeting on Breast Cancer Management: “Molecular and pathological predictors of response and outcome after neoadjuvant chemotherapy”, The University of Texas M. D. Anderson International Spain, Madrid, Spain

2010:
ECCO 15 - 34th ESMO Congress: “Genomics in early clinical trials”, European Cancer Organisation - ECCO, Berlin, Germany

2010:
Worldwide Innovative Networking in Personalized Medicine Conference: “Biomarkers to personalize medicine”,  Institute Gustave Roussy, Paris, France

2010:
VIII Madrid Breast Cancer Symposium II: Advances in Genetics: “Molecular heterogeneity of breast cancer: Implications for treatment and clinical trials”, BN&CO Congress Management, Madrid, Spain

2010:
VIII Madrid Breast Cancer Symposium VII: Management of Triple-Negative Breast Cancer Patients: “Behavior and differences in clinical and pathological situations”, BN&CO Congress Management, Madrid, Spain

2010:
IMPACT Breast Cancer Conference: “Pharmacogenomic predictive marker discovery in phase II clinical trials: Mission impossible”, IMPAKT Conference Secretariat, Brussels, Belgium

2010:
EORTC Annual Meeting (EGAM): “Molecular heterogeneity of breast cancer, lessons and caveats from predictive marker discovery in neoadjuvant studies”, European Organization for Research and Treatment of Cancer, Brussels, Belgium, 

2010:
26th Annual Miami Breast Cancer Conference: “Discovery of the next set of therapeutic targets through genomic analysis”, Physicians' Education Resource (PER), Miami, FL

2010:
VII GEICAM International Symposium: “Targeted adjuvant therapy of triple negative breast cancer”, GEICAM, Barcelona, Spain

2010:
2nd TBCI Correlative Sciences Workshop, TBCI, “Tandem, two-step Phase II design to rapidly evaluate candidate predictors and novel drugs”, Bethesda, MD

2010:
AACR Special Conference on Translation of the Cancer Genome: “Discovery of next generation drug targets and response markers from human gene expression data”, American Association for Cancer Research, Boston, MA

2010:
Second Annual Symposium on Personalized Therapies for Breast Cancer: “Clinical applications of gene expression profiling-based prediction of complete pathologic response to neoadjuvant taxane/FAC chemotherapy in breast cancer,  Indiana University School of Medicine, Miami, FL
2010:
The University of Texas M. D. Anderson Cancer Center, Breast Cancer Research Program Fall Annual Retreat, Houston, TX, Chair
2008:
8th Seminar Fondazione Michelangelo: “Why results from biomarker studies and adjuvant chemotherapy trials are so often confusing”, Fondazione IRCCS Istituto Nazionale Del Tumori, Milan, Italy

2008:
American College of Surgeons 94th Annual Clinical Congress: “Update on molecular profiling in the management of breast cancer”, American College of Surgeons, San Francisco, CA

2008:
Prognosis and Prediction in Breast Cancer Congress: “Pathologic complete response prediction results and long term survival”, Publi Creations - Partenaire du Groupe AIM, Monte Carlo, Monaco

2008:
Prognosis and Prediction in Breast Cancer Congress: “Molecular heterogeneity and interpretation of adjuvant clinical trials”, Publi Creations - Partenaire du Groupe AIM, Monte Carlo, Monaco

2008:
Breast Cancer Symposium: “Developing predictors for neoadjuvant therapy”, American Association of Clinical Oncology, Washington, DC

2008:
Biological Basis in Breast Cancer Conference: “Pharmacogenomic predictors of response to therapy”, CBCE, San Francisco, CA

2008:
Breast Cancer Research Program Era of Hope Meeting: “Predicting drug resistance and the efficacy of various treatment regimens”, U.S. Department of Defense, Baltimore, MA

2008:
44th Annual ASCO Meeting, American Society of Clinical Oncology, Clinical Science Poster Discussant: “Triple-negative breast cancer: Metastatic risk and role of platinum agents”, Chicago, IL
2008:
3rd Central European Regional Meeting: “Clinical pathology of primary systemic therapy”, Technology Transfer in Diagnostic Pathology Breast Pathology, IAP Hungarian Division, Visegrad, Hungary

2008:
8th Annual New Strategies in Breast Cancer Symposium: “Biology of neoadjuvant therapies”, The Center of Biomedical Continuing Education (CBCE), Philadelphia, PA

2008:
CNIO Seminar Series, Centro Nacuional de Investigacines Oncologicas (CNIO), “New insights into breast cancer biology through analysis of human gene expression data”, Madrid, Spain

2008:
13th  Aichi Cancer Center International Symposium: “Molecular diagnostics in the selection of therapy for early stage breast cancer: What progress have we made?”, Aichi Cancer Center, Nagoya, Japan

2008:
Preoperative Therapy in Breast Cancer Symposia: “Preoperative chemotherapy: Opportunities for predictive marker discovery”, General Hospital Leoben, Leoben, Austria

2008:
1st  Annual North American Symposium on Personalized Therapies for Breast Cancer: “Molecular predictors of response to adjuvant endocrine therapy in ER+ breast cancer”, The Oncology Learning Center, Miami, FL

2008:
1st Annual North American Symposium on Personalized Therapies for Breast Cancer: “Future directions in developing predictors and individualization therapy”, The Oncology Learning Center, Miami, FL
2008:
TransALTTO Committee Meeting, TransALTTO, San Antonio, TX, Co-Chairman

2008:
61st Annual Symposium on Cancer Research Systems Biology of Cancer, The University of Texas M.D. Anderson Cancer Center, Houston, TX, Co-Chairman

2008:
Television Media Live Internet Broadcast interview on personalized treatment of breast cancer based on molecular diagnosis, 12th National Telemedicine Educational Symposium, Shantou University Medical College, Shantou, China.
2007:
1st  Belgian Symposium on the Integration of Molecular Biology Advances into Oncology Clinical Practice, Jules Bordet Institute, Diegem, Belgium, “Microarray technologies as prognostic and predictive tool: Still investigational or ready for use?”

2007:
III International Symposium on Breast Cancer, AO Istituti Ospitalieri, Cremona, Italy, “Pharmacogenomics as an identifier method for target therapy”

2007:
AACR-NCI-EORTC International Conference, American Association of Cancer Research, San Francisco, CA, “Integrated genomic test to aid treatment selection”

2007:
Lynn Sage Breast Cancer Symposium, Robert H. Lurie Comprehensive Cancer Center of Northwestern University, Chicago, IL, “Improving the selection of neoadjuvant therapy”

2007:
43rd Annual ASCO Meeting, American Society of Clinical Oncology, Chicago, IL, “Breast cancer: Local-regional and adjuvant therapy”


2007:
43rd Annual ASCO Meeting, American Society of Clinical Oncology, Chicago, IL, “Technology driven decision making in oncology”

2007:
43rd Annual ASCO Meeting, American Society of Clinical Oncology, Chicago, IL, “Gene expression profiling to predict response to anthracyclines”

2007:
VII Madrid Breast Cancer Conference, BN&CO, Congress Management, Madrid, Spain, “Gene expression profiling as predictive factor of response to treatment”

2007:
4th Annual Breast Cancer Think Tank Meeting, New York, NY, “Use of molecular expression to facilitate drug discovery”

2007:
Annual AACR Meeting, American Association of Cancer Research, Los Angeles, CA, “Novel trial design for early drug development”

2007:
NCI Preoperative Therapy in Invasive Breast Cancer Meeting, NIH, Bethesda, MD, “Molecular profiling”

2007:
Bristol-Myers Squibb Satellite Symposium, Bristol-Myers Squibb, St. Gallen, Switzerland, “Markers predicting clinical benefit from microtubule-targeting agents”

2007:
Wendy and Emery Reves International Biennial Breast Cancer Symposium, Dallas, TX, “Molecular profiling: Promises and limitations”

2007:
Annual Sino-US Clinical Oncology Seminar Series sponsored by The University of Texas M. D. Anderson Cancer Center, Guangzhou, China, “Molecular diagnostics for selecting therapy for breast cancer”

2007:
29th San Antonio Breast Cancer Symposium, San Antonio, TX, “Microtubule associated protein (MAP)-tau is a bifunctional predictor of endocrine sensitivity and chemotherapy resistance in ER-positive breast cancer”
2007:
2nd Biological Basis in Breast Cancer Conference, CBCE, Santa Monica, CA, Co-Chairman

2006:
CNIO Symposium on Molecular Markers in Cancer Therapy: Present use and future perspectives, Madrid, Spain, “Gene expression profile-based predictors of response to chemotherapy”

2006:
Molecular profiling for treatment decision, ESMO Congress, ESMO, Istanbul, Turkey, 10/2006

2006:
4th  Breast Cancer Frontier Meeting, Tokyo, Japan, “Gene expression profile-based predictors of response to chemotherapy”

2006:
International Scientific Symposium, Paris, France, “Predictive biomarkers for the efficacy of chemotherapy”

2006:
4th NCI/EORTC International Meeting on Cancer Molecular Markers, NIH, Stone Mountain, GA, “Molecular signatures of response to therapy”

2006:
ASCO Development of Molecular Therapeutics in Breast Cancer Conference, American Society of Clinical Oncology, Aspen, CO, “Gene expression profiling for prediction of response or resistance to treatment”

2006:
3rd  Annual Pfizer Breast Cancer Think Tank Meeting, Pfizer, New York, NY, “Will molecular profiling of breast cancer (stem cells) provide new targets for cancer therapy?”

2006:
42nd Annual ASCO Meeting, Clinical Science Symposium, American Society of Clinical Oncology, Atlanta, GA, “Pharmacogenomic predictor of complete response to preoperative paclitaxel and 5-fluorouracil, doxorubicin, cyclophosphamide chemotherapy in breast cancer”

2006:
42nd Annual ASCO Meeting, Clinical Science Symposium, American Society of Clinical Oncology, Atlanta, GA, “Pharmacogenetics: Targeting the tumor and the patient”

2006:
97th Annual AACR Meeting, American Association for Cancer Research, Washington, DC, “Development of a pharmacogenomic predictor of complete response to preoperative paclitaxel-FAC chemotherapy for breast cancer”

2006:
XXIII Annual Meeting of the National Cancer Institute of Mexico (INCAN), National Cancer Institute, Puerto Vallarta, Mexico, “The use of Avastin and other targeted therapies in breast cancer”

2006:
11th Annual Multidisciplinary Symposium on Breast Disease, Jacksonville, FL, “The emerging role of prognostic/predictive factors”

2006:
11th Annual Multidisciplinary Symposium on Breast Disease, Jacksonville, FL, “Adjuvant aromatase inhibitor therapy for breast cancer: The current and future roles”
2006:
1st Biological Basis in Breast Cancer Conference, CBCE, San Diego, CA, Co-Chairman

2005:
28th Annual San Antonio Breast Cancer Symposium, San Antonio, TX, “Affymetrix gene chip profile predicts pathologic response to preoperative paclitaxel, 5-FU, doxorubicin and cyclophosphamide chemotherapy”

2005:
2nd International Symposium on Cancer: New Trends in Cancer for the 21st Century, Valencia, Spain, “Pharmacogenomics in breast cancer”

2005:
1st Annual Great Debates in Breast Cancer Meeting, Lake Tahoe Resort, NV, “New diagnostic methods in breast cancer: Can we move beyond histology?”

2005:
Grand Rounds, New York, NY, “Novel genomic tools: Clinical utility, controversies in breast cancer adjuvant and neoadjuvant therapy”

2005:
Era of Hope Department of Defense (DOD) Breast Cancer Research Program Meeting, Philadelphia, PA, “Role of sigma receptor in breast cancer"

2005:
VI Madrid Breast Cancer Conference, Madrid, Spain, “Gene-expression profile-based predictors of response to chemotherapy”

2005:
Retreat of the Breast Cancer Intergroup of North America (TBCI) Meeting, Chicago, IL, “Gene expression and genomic profiling centers”

2005:
Retreat of the Breast Cancer Intergroup of North America (TBCI) Meeting, Chicago, IL, “Biomarker incubator for taxane response concept”


2005:
Grand Rounds, Philadelphia, PA, “Polymorphisms and pathways: An update on genomics in breast cancer”

2005:
The Tucson Symposium, Ventana Medical Systems, Tucson, AZ, “Genomic predictive biomarker development and validation for breast cancer: A clinical perspective”

2005:
2nd Annual Symposium: Evolving paradigms in the treatment of breast cancer, Orlando, FL, “Gene expression profiles in predicting response”

2005:
AACR Oncogenomics 2005: Dissecting cancer through genome research, San Diego, CA, “Pharmacogenomic predictors of response to chemotherapy for breast cancer”

2005:
Scripps Cancer Center Annual Conference, San Diego, CA, “Analysis of microarray data: A primer for oncologists”

2004:
27th Annual San Antonio Breast Cancer Symposium, San Antonio, TX, “Microtubule associated protein tau is a predictive marker and modulator of response to paclitaxel-containing preoperative chemotherapy in breast cancer”

2004:
NCI/FDA Workshop, NIH, Gaithersburg, MD, “Research strategies, study design and statistical approaches to biomarker validation for cancer diagnosis and detection”

2004:
40th Annual ASCO Meeting, American Society of Clinical Oncology, Education Session, New Orleans, “Integrating DNA microarrays into clinical practice.”

2004:
12th Annual Meeting of the Japanese Breast Cancer Society, Kokura, Japan, “Gene expression profiling of breast cancer”

2004:
IBC' 3rd Annual Molecular Diagnostics, Princeton, NY, “DNA microarray analysis of breast cancer”

2004:
4th International Workshop on Molecular Targeted Therapy of Cancer, Barcelona, Spain, “Functional genomics and proteomics”

2004:
Symposium on Genomics, Washington, DC, “New strategies in breast cancer”

2004:
Evolving Paradigms in the Treatment of Breast Cancer Symposium, Orlando, FL, “Gene expression profiles and cancer treatment”

2004:
96th Annual AACR Meeting, American Association for Cancer Research, Orlando, FL, “Cancer Biomarkers: A clinical perspective, challenges and opportunities in the post-genomic era”

2004:
Roche Standalone Meeting on Targeting Breast Cancer with Care, Prague, Czech Republic, “Improving patient care through molecular diagnostics.”

2003:
2nd Emerging Trends in Adjuvant Therapy of Breast Cancer Conference, New York, NY, “Selection of optimal preoperative chemotherapy regimen based on the molecular profile of cancer.”

2003:
9th Annual Perspectives in Breast Cancer, Boston, MA, “Predictive factors orienting the choice of chemotherapy.”

2003:
2nd Annual Mini-Conference, Breast Cancer Research Foundation, New York, NY, “Predicting response to pre-operative chemotherapy.”

2003:
Breast Cancer Therapeutic Options in the Post-Genomic Era Conference, Modena, Italy, “Gene expression profiling and clinical implications”

2003:
2nd International Future of Breast Cancer Congress, Banff, Canada, “Predicting response to neoadjuvant chemotherapy with tumor molecular analyses.”

2003:
6th Annual Conference on Targeted Therapies in the Treatment of Breast Cancer, Kona, H, “Potential and limitations of pharmacogenomics in predicting response to therapy.”

2003:
V Madrid Breast Cancer Conference, Madrid, Spain, “Gene-expression profile based tests predictive of pathologic complete response to preoperative chemotherapy for breast cancer”

2003:
39th Annual ASCO Meeting, American Society of Clinical Oncology, Chicago, IL, “Emerging science: Prospective validation of gene expression profiling-based prediction of complete pathologic response to neoadjuvant paclitaxel/FAC chemotherapy in breast cancer”

2002:
ASCO Molecular Therapeutics Symposium, San Diego, CA, “Gene expression profiling of fine needle aspirations of breast cancer identifies genes associated with complete pathologic response to neoadjuvant taxol/FAC chemotherapy”

2002:
38th Annual ASCO Meeting, American Society of Clinical Oncology, Orlando, FL, “Correlation between HER-2 expression of breast cancer and response to neoadjuvant chemotherapy”

2001:
33rd Annual Scientific Meeting of the Hungarian Medical Association of America, Sarasota, FL, “Novel drugs for the treatment of breast cancer”

2001:
12th Congresso Brasileiro de Oncoloia Clinica, Florianopolis, Brazil, “Adjuvant chemotherapy of breast cancer”

2001:
IV Madrid Breast Cancer Conference, Madrid, Spain, “Metastatic breast cancer: New agents in the clinic”

2001:
Investigators Meeting, Cell Pathways Inc., San Francisco, CA, “Phase I-II study to evaluate safety, efficacy and pharmacokinetic interactions between capecitabine (XELODA) and exisulind (AptosynTM) in patients with metastatic breast cancer”

2000:
Genentech Herceptin Investigators' Meeting, Charleston, SC, “Duration of Herceptin therapy in combination with cytotoxic drugs”

2000:
Pharmacia COX 2 Think Tank Conference, Chicago, IL, “COX-2 inhibitors can inhibit angiogenesis and reduce tumor growth and metastasis”

2000:
36th Annual meeting of the American Society of Clinical Oncology, New Orleans, LA, “Gene expression profiles in normal breast epithelial cells and breast cancer”

2000:
10th International Congress on Anti-Cancer Treatment, Paris, France, “Transcriptional profiling of breast cancer cells before and after exposure to paclitaxel (TaxolR)”

1999:
Brazil-Portugal Cancer Conference, Vitoria, Brazil, “Neoadjuvant and adjuvant chemotherapy for breast cancer”

1999:
Brazil-Portugal Cancer Conference, Vitoria, Brazil, “Advances and future directions in breast cancer”

1998:
SmithKline Beecham National Medical Oncology Fellows Forum, Tucson, AZ, “Clinical characteristics of relapse after complete clinical response (CR) induced by combination chemotherapy in metastatic breast cancer”

1991:
Society of Great Britain and Ireland, 162nd Meeting, Cambridge, Ireland, “Regulation of breast cancer cell growth by TGFb, IFNg, IL6 and IL4”

Regional

2024  “Current treatment landscape of HR+/HER2- metastatic breast cancer” OncLive State of the Science Summit: Breast Cancer, New York, NY, Nov 12 2024

2024
FLEX investigator meeting. Keynote Speaker: “Immunotherapy in HR+/HER2- Breast cancer” Feb 24, 2024, Dallas, TX

2023
University of Kansas, Cancer Center, Year in Review, “Liquid Biopsy in Breast Cancer, Current and Future Applications”, Kansas City, KS.

2022 
Yale Alumni Health Network: “Advances in the treatment of triple negative breast cancer” New Haven, CT
2022
OncoLive® State of the Science Summit, New Haven, June 13, 2022 “Triple-Negative Breast Cancer”

2022
Best of San Antonio CME course. New York City, NY January 29, 2022 (virtual)

2021
American Cancer Society CAN Connecticut Policy Forum (on line) Nov 8, 2021

2021
OncoLive Institutional Perspectives on Cancer; “Triple Negative Breast Cancer; Catching up with the rest” (virtual) Nov 2, 2021

2020
Society of Immunotherapy of Cancer: ACI New Haven Immunotherapy for Additional Solid Tumors “Immunotherapy for the Treatment of Breast Cancer”

2020
Best of San Antonio Breast Cancer Symposium: “Immunotherapy in Triple Negative Breast Cancer” New York, NY 
2020
Best of San Antonio Breast Cancer Symposium: “Immunotherapy in Triple Negative Disease: Translational Insights and Treatment”, Chicago, IL

2019
Yale’s Review of Advances in Oncology: “Breast Cancer Highlights from the ASCO Annual Meeting 2019”, Westbrook, CT

2019
Best of San Antonio Breast Cancer Symposium: “Updates on Biomarkers and Molecular Profiling” New York, NY
2017
Best of San Antonio Breast Cancer Symposium: Updates on Prognostic and Predictive Markers” Chicago, IL
2017
Best of San Antonio Breast Cancer Symposium: “Updates on Translational Research” New York, NY

2017
Yale Cancer Center Genetics, Genomics and Epigenetics Research Program monthly seminar series. “Immunogenomics of Breast Cancer” New Haven, CT

2016
OncoLive State of Science Summit. “State of the Science in Targeted and Immunotherapy of Breast Cancer”, New Haven, CT

2016
13th Annual Best of San Antonio; Breast Cancer Bench to Bedside “Prognostic and Predictive Biomarkers for Precision Breast Cancer Therapy” Chicago, IL



2015
Northern New England Clinical Oncology Society:” Interpretation of Genomic  

            Tests: Identifying Potential Therapies/Clinical Trials”, Portland, ME 

2013:   7th Annual Translational Oncology Research Symposium: Invited speaker: “Breast Cancer: Beyond molecular classification”, Albany, NY 

2013:
Post-San Antonio Breast Cancer Symposium. “Genomics of breast cancer”, Roslyn, New York

2013:
Jucket Distinguished Lecture Series. “Breast Cancer Genomics”, Vermont Cancer Center, Burlington, VT

2009:   Radio interview on the molecular origin of breast cancer, Kate Seremek, Producer, Reach MD XM 160, The Channel for Medical Professionals.
Seminar Invitations from Other Institutions 
2024
UT MD Anderson Cancer, Experimental Radiation Oncology Sesearch Seminar, “Cancer Genomics a Combinatorial Challenge” Houston, TX, November 7, 2024

2024
Weill Cornell Medical Center, Hematology Oncology Grand Rounds; “Immunotherapy of Breast Cancer” New York City, October 22, 2024 

2024
Northwell Health Cancer Institute, Grand Rounds; “Immunotherapy coming of age in breast cancer” Garden City, NY

2022
University of Ohio, The James Cancer Center, 23rd Annual Scientific Meeting, Keynote Speaker: Breast Cancer: “Moving Ever Closer to Cure for All”


2021
Gerogia Cancer Center, Grand Rounds (virtual): “Advances in Immunotherapy of Breast cancer”

2021
University of Kansas Cancer Center Annual Research Symposium (virtual); “Emerging role of minimal residual disease in breast cancer” 

2020
Mount Sinai Transformative Disease Modeling Seminar (Virtual), Icahn School of Medicine at Mount Sinai: “Broadening the universe of cancer relevant genes” New York City, NY

2020
Bridgeport Hospital Grand Rounds (Virtual), June 15, 2020: ‘Immunotherapy of Breast Cancer” Bridgeport, CT
2020
UCSF Breast Oncology Program Retreat: “Molecular differences between primary breast cancer and metastatic lesions” San Francisco, CA
2019
Massachusetts General Hospital, Breast Center Grand Rounds: “Emerging New Therapies in Breast Cancer”, Boston, MA

2019
Weill Cornell College, Meyer Cancer Center, Grand Rounds: “Emerging themes in immunotherapy of breast cancer”, Newy York, NY

2019
Medical University of South Carolina, Grand Rounds: “The emerging role of immunotherapy in breast cancer”, Charleston SC

2017 
Dartmouth College, Norris Comprehensive Cancer Center; Grand Rounds: “Challenges in interpreting the cancer genome”, Hanover, NH

2017
Weill Cornell College Meyer Cancer Center, Grand Rounds: “Immune sculpting of the triple negative breast cancer genome”, New York City, NY

2015
Perlmutter Cancer Center Research Seminar: “Biological Interpretation of multiple


genomic abnormities in cancer”,  NYU Medical Center, NY

2014:   Columbia University Grand Rounds: “Breast Cancer Beyond Molecular Classification:  The Next Generation of Tests and Therapeutic Strategies”, New York, NY 

2014: 
Massachusetts General Hospital, Multidisciplinary Breast Grand Rounds: “Breast Cancer Beyond Molecular Classification”,  Boston, MA

2013:   Grand rounds Presentation:  “Breast Cancer beyond molecular classification”, MSKCC Department of Pathology Sloan Kettering, New York, NY 

2013
Johns Hopkins University, Annual Breast Cancer Program Retreat: “Biomarker Development in the Neoadjuvant Treatment Setting of Early-Stage Breast Cancer”, Baltimore, MD

2013
Albert Einstein College of Medicine Grand Rounds: “Breast Cancer Beyond Molecular classification”, New York, NY

2008:
The University of Texas Graduate School of Biomedical Sciences, Human Protocol Research Course: “Personalized cancer therapy trials: How to find the patients who actually benefit from a given therapy?”, Houston, TX

2008:   Dana-Faber Cancer Institute, DFCI SPORE Seminar: “Pharmacogenomic predictors of response to therapy in breast cancer”, Boston, MA

2008:   Netherlands Cancer Institute, Seminar: “Breast cancer pharmacogenomic program”, 

Amsterdam, Netherlands

2008:   Vanderbilt University, Breast Cancer Research Program Seminar: “Gene expression-based treatment selection for breast cancer: M.D. Anderson Cancer Center personalized medicine program”, Nashville, TN

2008:
Affymetrix Inc., Seminar:  “DNA microarrays as potential diagnostic tools”, 

Santa Clara, CA,

2008:
US Oncology Research, Seminar: “Genomics and proteomic strategies: Implications of 

clinical trial design”, Dallas, TX

2008:
Karmanos Cancer Institute, Seminar: “Application of pharmacogenomics to clinical 


trials”, Detroit, MI

2008:
College of Medicine University of South Florida, Seminar: “Advanced in personalized medicine: Biochemistry and molecular biology”, Tampa, FL

2008:
Indiana University Cancer Center, Seminar: “Pharmacogenomic predictors of response and prognosis in breast cancer, breakthrough or incremental success”, Indianapolis, IN

2008:
European School of Oncology/Central, European Cooperative Oncology Group, Training Course on Breast Cancer: “Novel chemotherapies for breast cancer”, Budapest, Hungary

2008:
Baylor College of Medicine, Visiting Physician Educational Program: “The

contemporary management of the patient with breast cancer”, Houston, TX

2008:
Rice University, Statistics Seminar: “Mathematical biology”, Houston, TX

2000:
Tumor Board Conference, Kettering Medical Center, Dayton, OH, “The role of Herceptin in the management of metastatic breast cancer”

Other Lectures at State and Local Conferences
2023
University of New Haven, Robert Alvine Life Sciences Professional Enrichment Seminar: Breast Cancer; the road to cure. April 11, New Haven, CT

2022 
Yale Alumni Health Network; Advances in Breast Cancer Targeted Therapy: Immunotherapy for Triple Negative Breast Cancer, Oct 11, 2022

2021
Yale Alumni Association; Breast Cancer Treatment in the Era of Precision Oncology: Targets, Treatments, and Response. Oct 22, 2021, On-line

2018
Parker Institute for Immunotherapy, Breast Cancer Research Foundation $ Cancer Research Institute New York: Roberta Amon Immunotherapy ThinkTank, New York, NY

2017
Yale ASCO Review, 2017 Highlights of the Annual meeting, New Haven, CT

2016
Yale ASCO Review 2016 Highlights of the Annual Meeting, New Haven, CT   

2016 
Yale US-China Forum: “Opportunities in Cancer Genomics”, New Haven, CT   

2009:
GME Core Curriculum Lecture Series, The University of Texas M. D. Anderson Cancer Center, Trainee and Alumni Affairs, Houston, TX: “Molecular-based approach to breast cancer”

2009:
Grand Rounds, The University of Texas M. D. Anderson Cancer Center, Division of Cancer Medicine, Houston, TX: “A journey in high dimensional molecular space”

2009:
Breast Cancer Research Program Annual Retreat, Development of Personalized Medicine in Breast Cancer, Dept. Breast Medical Oncology, The University of Texas M. D. Anderson Cancer Center, Houston, TX: “Genomic molecular classification”

2009:
Preceptorship for Medical Oncologists from Spain: Advances in the Management of Breast Cancer, Houston, TX: “Pharmacogenomics in breast cancer”

2009:
Interdisciplinary Breast Cancer Journal Club Conference, Dept. of Breast Medical Oncology, The University of Texas M. D. Anderson Cancer Center, Houston, TX:“Breast cancer subtypes and response to docetaxel in node-positive breast cancer: Use of an immunohistochemical definition in the BCIRG 001 trial”

2009:
Preceptorship for Medical Oncologists from South America, Advances in the Management of Breast Cancer, Roche, Houston, TX: “Pharmacogenomics in breast cancer”

2009:
GU Bladder SPORE Seminar, The University of Texas M. D. Anderson Cancer Center, Houston, TX:  “Discovery of gene expression based predictors of response to therapy from small clinical trials: Mission impossible?”

2008:
New Innovative Options in the Management of Advanced Breast Cancer, CME Organization, Breast Medical Oncology, Houston, TX: “Ixabepilone in early breast cancer: Phase II and pivotal neoadjuvant and adjuvant trials”

2008:
Breast Cancer Clinical Research Meeting, M. D. Anderson Cancer Institute for Personalized Oncology Treatment (IPCT), The University of Texas M. D. Anderson Cancer Center Houston, TX: “Implications for the Breast Center”

2008:
Interdisciplinary Breast Cancer Journal Club Conference, Dept. of Breast Medical Oncology, The University of Texas M. D. Anderson Cancer Center, Houston, TX: Systemic Review: “Gene expression profiling assays in early-stage breast cancer”

2007:
Physician's Education Resource Conference, New Development in Breast Cancer Symposium, US Oncology, Breast Cancer Research, Houston, TX: “Update on molecular subtypes and novel diagnostics”

2007:
Interdisciplinary Breast Cancer Journal Club Conference, Dept. of Breast Medical Oncology, The University of Texas M. D. Anderson Cancer Center, Houston, TX: “The RNA revolution: Results of ENCODE project”
2007:
MDACC Breast Cancer Pharmacogenomic Program, Advances in Oncology Institutional Grand Rounds, The University of Texas M. D. Anderson Cancer Center, Pathology, Houston, TX: “Multigene predictors of chemotherapy response”

2007:
Grand Rounds, The Division of Cancer Medicine, The University of Texas M. D. Anderson Cancer Center, Houston, TX: “Breast cancer personalized medicine program”

2007:
Preceptorship Program for Spanish Oncologists, The University of Texas M. D. Anderson Cancer Center, Houston, TX: “Molecular classification of breast cancer”

2006:
Breast Cancer Research Program Fall Retreat, Dept. of Breast Medical Oncology, The University of Texas M. D. Anderson Cancer Center, Houston, TX: “Expression profiling of basal-like breast cancer”

2006:
Interdisciplinary Breast Cancer Journal Club Conference, Dept. of Breast Medical Oncology, The University of Texas M. D. Anderson Cancer Center, Houston, TX: “A multigene assay to predict recurrence of tamoxifen-treated, node-negative breast cancer”

2005:
13th Annual M. D. Anderson Cancer Center Radiation Oncology Workshop, The University of Texas M. D. Anderson Cancer Center, Round Top, TX: “Gene expression profiling of breast cancer: A potential diagnostic and discovery tool”

2004:
Grand Rounds, Dept. of Surgical Oncology, The University of Texas M. D. Anderson Cancer Center, Houston, TX: “Gene profiling in breast cancer”

2003:
Grand Rounds, Dept. of Internal Medicine, The University of Texas, Health Science Center, Houston, TX: “Pharmacogenomics, a step towards personalized medicine”

20003:
Grand Rounds, Division of Cancer Medicine, The University of Texas M. D. Anderson Cancer Center, Houston, TX: “Clinical pharmacogenomics and pharmacoproteomics in breast cancer”

2003:
Cancer Therapeutics and Discovery Program, The University of Texas M. D. Anderson Cancer Center, Houston, TX: “Designing integrated clinical trials for response marker discovery with novel biologically targeted agents”

2002:
Schering-Plough Pharmaceuticals Physician Education Program, The University of Texas M. D. Anderson Cancer Center, Houston, TX: “The use and challenges of transcriptional profiling in the diagnosis and management of breast cancer”

2002:
Application of genomics and proteomics to breast cancer translational research, Breast Cancer Research Group Summer Retreat, The University of Texas M. D. Anderson Cancer Center, Breast Medical Oncology, Houston, TX
2002:
Grand Rounds, Division of Radiation Oncology, The University of Texas M. D. Anderson Cancer Center, Houston, TX: “cDNA microarrays, a new tool in the clinic to learn about breast cancer”

2001:
The University of Texas M. D. Anderson Cancer Center, Dept. of Thoracic Head/Neck Medical Oncology Seminar, Houston, TX:  “Gene expression profiles obtained from fine needle aspiration of breast cancer: Has pathology become an obsolete field of study?”

2001:
Breast Cancer Clinical Research Meeting, The University of Texas M. D. Anderson Cancer Center, Houston, TX: “The prognostic value of knowing all human genes in breast cancer”

2001:
Medical Fellows, The University of Texas M. D. Anderson Cancer Center, Houston, TX: “Translational research opportunities in breast cancer”

2001:
Houston Forum on Cancer Genomics and Informatics, The University of Texas M. D. Anderson Cancer Center, Houston, TX: “Gene expression profiles obtained from single passage fine needle aspirations (FNA) of breast cancer and clinicopathologic parameters”
Professional Service:
Peer Review Groups/Grant Study Sections
2024
Member, External Scientific Review Committee, Jules Bordet Institute, Brussels, Belgium, Nov 21-22, 2024

2024
Member, Quinquennial Review Committee, Breast Cancer Now Center in Kings College London and Institute of Cancer Research, London, UK 
2021-2024
Member, Award Selection Committee, AACR-AstraZeneca José Baselga Career Development Award for Physician Scientists, 

2023
Member, AACR Susan G Komen Foundation Brinker Award Selection Committee
2023
Member NCI P50 Specialized Programs of Research Excellence (SPORE) Grant Review Committee 2023/10 ZCA1 RPRB-H (O1) S, May 2023
2022 
Chair SpotLight Session 17: “Imaging to Diagnose Breast Cancer and Direct Its Endocrine Therapy New Insights Predictive/Prognostic Biomarkers”  2022 San Antonio Breast Cancer Symposium (SABCS)
2022
Chair of Scientific Session: Machine Learning to Translate the Cancer Genome and Epigenome into Biological In sights. American Association for Cancer Research, 2022 Annual Meeting: April 13, New Orleans, LA
2022
Chair, ASCO Advanced Clinical Research Award (ACRA) for Diversity and Inclusion in Breast Cancer Review Committee
2021
Member, NIH Immuno-Oncology R01/R21 Research Grant review Panel (ZRG1-OTC-M-08)
2020
Chair Predictive Biomarker Abstract Review Section 2020 San Antonio Breast Cancer Symposium (SABCS)
2020 
Scientist Reviewer, Department of Defense 2020 Breast Cancer Research Program (DoD BCRP) on the Transformative Breast Cancer Consortium (TBCC) and Innovator Award panels

2020
Chair Predictive/Prognostic Biomarker Abstract Review Section 2020 San Antonio Breast Cancer Symposium (SABCS)
2018-2019
Chair, AACR Selection Committee for “Outstanding Investigator Award in Breast Cancer”
2018-2021
Member, ASCO Conquer Cancer Foundation Award Committee

2017
Member, Award Selection Committee AACR Outstanding Investigator Award for Breast Cancer Research
2015-2016
Co-Chair, AACR Clinical and Translational Research Fellowships Scientific Review Committee.

2015
Member, Clinical and Translational Cancer Research Grants Scientific Review Committee. American Association of Cancer Research (AACR)
2015
Member, 2015 San Antonio Breast Cancer Symposium, Abstract Review Committee

2015
NIH Cancer Etiology Study Section, Ad Hoc member of “Genetic Basis of Healthcare Disparities  ZRG1 OBT-K (55)” , Nov12-13, 2015 [PAR 15-053, (R21), PAR 15-092 (R21), PAR 15-093 (R01)].

2014
Chair, Research Productivity Assessment External Review Panel, University of Tampere, School of Medicine, Health Sciences and Biomedical Technology Institute, Finland
2014
Review of Miguel Quintela Fandino, Breast Cancer Clinical Research Unit (BCCRRU), Centro Nacional de Investigaciones Oncologicas, Madrid, Spain.      

2013
Member, Abstract Selection Committee for Predictive Markers, San Antonio Breast Cancer Symposium

2005
Member, NIH Breast Cancer DataMart Steering Committee, National Institutes of Health (NIH)
2010-2012
Member, I-SPY2 Agent Selection Committee, National Institutes of Health (NIH)
2008-2010
Grant Reviewer, International Ethnic Research Initiative, GlaxoSmithKline Oncology

2007-2010
Member, Steering Committee, Clinical Working Group, US Food and Drug Administration Microarray Quality Control Assessment Project (MAQC)

2007-2008
Grant Reviewer, King Baudoiun Foundation, Belgium
2007

Grant Reviewer, Framework-7 Clinical-Omics Projects, European Commission
2004

Member, Clinical Trials and Awards Committee, Cancer Research UK

2004

Grant Reviewer, Italian Association for Cancer Research (IACR) 

2004
Grant Reviewer, Research Funding and Policy Division, Health Research Board, Ireland

2004
Grant Reviewer, Research Grants Council, RGC of Hong Kong
2002-05
Member, Study Section Review Committee for Clinical, Translational and Population based projects of M. D. Anderson Institutional Research Grant Program, The University of Texas M. D. Anderson Cancer Center 

Journal Service:

Editorial Boards
2014-2017
         Associate Editor, Journal National Cancer Institute (JNCI), OUP  
2009-2015
Member, Editorial Board, Pathol Oncol Res, Springer
2007-2015        
Clinical Section Editor, British Journal of Cancer, Nature Publishing Group
2008-2009
Section Editor, Current Breast Cancer Reports, Current Medicine Group


2006
Member, Editorial Board, Drug Resistant Updates, Elsevier Ltd., 
2004
Member, Editorial Board, Expert Opinion on Pharmacotherapy, Ashley Publications Ltd
2004
Member, Editorial Board, Oncomol (Gene expression data repository), BioMed Central Ltd
2004
Member, Editorial Board, Personalized Medicine, Future Medicine Ltd
Professional Service for Professional Organizations:
2024
Fellow, American Society of Clinical Oncology

2021-
Member, ESMO Early Breast Cancer Practice Guideline Committee

2021-2023
Member, NCI NeoSTEEP working group “Standardized definitions for efficacy endpoints in neoadjuvant breast cancer clinical trials”

2020- 

Member, ASCO Breast Cancer Biomarker Committee
2020-2024
Member, ASCO Breast Cancer Guideline Advisory Group
2019-2023
Member of the Board, The HOPE Foundation of SWOG

2017-present
Member, Via Pathways Breast Medical Oncology 
2016-2019
Member, ASCO Cancer Research Committee
2016-2018 
Member, ASCO, TAPUR trial Molecular Tumor Board

2017
Member, Scientific Organizing Committee, 4th International Michelangelo Conference, Milan

2017
ASCO University Review Panel
2015
Member, Scientific Organization Committee, Promises and challenges of developing new drugs in oncology, Milan, Italy.  

2015-19
Member of the Data Safety Monitoring Committee, Protocol CP-MGAH22-04. A Phase 3, “Randomized Study of Margetuximab Plus Chemotherapy vs. Trastuzumab Plus Chemotherapy in the Treatment of Patients with HER2+ Metastatic Breast Cancer Who Have Received Two Prior Anti-HER2 Therapies and Require Systemic Treatment” MacroGenics Inc. 2012-present
Chairman, DataSafety Monitoring Board. OPTIMA trial Cancer Research UK
2015-present
Honorary Member, Hungarian Oncologists Association (Magyar Onkologiai Tarsasag) Budapest

2015
Faculty for ASCO University Journal Club in Breast Cancer
2014-16
Member of the Data Safety Monitoring Committee of the “Phase 2, randomized, open-label, multicenter, safety and efficacy study of oral lucitanib in patients with FGF aberrant metastatic breast cancer” trial by Clovis Oncology, Inc. 
2014
Member of the External Advisory Board of the “Clinical study of treatment-related chronic toxicity in women with localized breast cancer (CANTO)” project conducted by Unicancer in France. 
2008-2013
Member, Correlative Sciences Committee, North American Breast Cancer Group (NABCG)

2008-present
Co-chair, TransALTTO Committee, Breast International Group (BIG)

2007-2023
Member, Scientific Advisory Committee, The Breast Cancer Research Foundation (BCRF)
2003-present 
Fellow, American College of Physicians
2003-present
Member, Southwest Oncologic Group

1997-present
Member, American Association of Cancer Research (AACR)

1997-present
Member, American Society of Clinical Oncology (ASCO)

2009-2014
Member, Breast Cancer Steering Committee, North American Breast Cancer Group (NABCG)
2013
Member, Department of Defense Breast Cancer Idea Award Review Committee 
2011
Chair, 2011 Advanced Clinical Research Award Review Subcommittee, Conquer Cancer Foundation, American Association of Cancer Research (AACR)
2004

Co-Founder, Nuvera Biosciences
2001-2004
Member, Scientific Advisory Board, Rimonest Ltd.

2000-2005
Medical Expert Consultant, Medical Directions, Inc.
2000-2005
Member of the Council of Healthcare Advisors, The Gerson Lehrman Group Inc.

The University of Texas M. D. Anderson Cancer Center Service
2011
Search Committee Member, Quantitative Sciences Division Head Search
2011
Search Committee Member, Pathology Chair Search 
2010
Member, Fifth Annual Faculty Recognition and Awards Program Review Board, University of Texas M. D. Anderson Cancer Center, Houston, TX
2010-2012
Member, Steering Committee for Institute of Personalized Advanced Cancer Therapy 
2007-2012
Member, Breast Serum/Plasma/DNA Bank Oversight Committee

2007
Member, Bioinformatics and Computational Biology Chair Search Committee

2001-2004
Member, Clinical & Translational Research Center (CTRC) Review Committee
2000−2003
Member, Research Funding Oversight Committee of the Institutional Research Grants Program 
1999-2012
Education of Medical Oncology Fellows, Training Program
1999-2003
Member, Division of Medicine Research Sub-Committee

Yale University Service

Departmental Committees:
2024-present
Member, Yale School of Medicine, Medical Student Admission Interview Committee.

2022-present
Member, Yale Center for Clinical Investigation Scholar Awards and Yale Physician-Scientist Development (YPSD) Awards Selection Committee
2019
Member Grant Review Panel, Yale Center for Clinical Investigation (YCCI), Scholars Program
2017
Co-Chair, Yale Cancer Center Clinical Trial Office strategic development planning, Non-Therapeutics Subcommittee

2014-present   Member, Board of Permanent Officers, Yale School of Medicine
2014-present
Member, Senior Appointments and Promotions Committee, Yale School of Medicine
2012-present
Member, Executive Committee, Yale Cancer Center

2012-present
Member, Medical Oncology Physicians Leadership Committee, Yale Cancer Center 
2012-15
Member, Clinical Research Steering Committee, Yale Cancer Center
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