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EDUCATION

B.A.
Oberlin College (Neuroscience) 1996
M.D.
Duke University School of Medicine 2001
M.P.H.
University of North Carolina, Chapel Hill (Public Health Leadership) 2001
D.P.H.
Harvard School of Public Health (Epidemiology) 2006

CAREER/ACADEMIC APPOINTMENTS
2001-03
Postdoctoral Fellow, Epidemiology, Harvard School of Public Health, Boston, MA
2004-07
Instructor, Medicine, Harvard Medical School, Boston, MA
2007-12
Assistant Professor of Medicine, Harvard Medical School, Boston, MA
2009-13
Assistant Professor (secondary appointment), Epidemiology, Harvard School of Public Health, Boston, MA

2012-14
Associate Professor of Medicine, Harvard Medical School, Boston, MA
2013-14
Associate Professor (secondary appointment), Epidemiology, Harvard School of Public Health, Boston, MA
2014-19
Associate Professor, Epidemiology of Microbial Diseases, Yale School of Public Health, New Haven, CT
2020-current
Professor, Epidemiology of Microbial Diseases, Yale School of Public Health, New Haven, CT

PROFESSIONAL HONORS & RECOGNITION
International/National/Regional
2022: 
Connecticut Academy of Science and Engineering, Elected Member

2009:
NIH New Innovator Award
2001:
Merck Manual Scholar, Duke University School of Medicine
2000: 
Alpha Omega Alpha, Duke University School of Medicine

2000:
Senior Scholarship Recipient, Duke University School of Medicine
1996:
Neuroscience Program Prize, Oberlin College
1995:
Phi Beta Kappa, Oberlin College
GRANT/CLINICAL TRIALS HISTORY
Current Grants  
	Title: Evolution, Transmission and Control of Drug-resistant Tuberculosis

	The first aim of this proposal is to compare the evolution and expansion of Beijing and Ural Mtb lineages in Moldova since 2010, using isolates and data systematically collected from all culture-positive patients prior to TB treatment. This will allow us to estimate the speed at which these two lineages have become prevalent in the population and to investigate how specific mutations accumulated within these lineages may contribute to their apparent evolutionary success. The second aim is to quantify and compare the transmission of these lineages using data collected during investigations of known contacts of TB patients in Moldova. This will allow us to estimate the relative reproductive potential of these lineages. The final aim is to develop transmission dynamic models to estimate the health impact and costs associated with interventions to interrupt MDR-TB transmission. These models will help to inform public health policy and guide resource allocation for MDR-TB control efforts in Moldova.



	Status of Support: Active

	Project Number: R01AI180209

	Name of PD/PI: Cohen, Ted

	Source of Support: National Institutes of Health/NIAID

	Primary Place of Performance: Yale University

	Project/Proposal Start and End Date: 07/17/2024 – 05/31/2029

	Total Award Amount (including Indirect Costs): $3,705,622


	

	Title: FEND for TB

	Major Goals: This study is devoted to identifying cost effective uses of new TB diagnostics in important epidemiological settings. Dr. Cohen’s role in this project will be as a member of the Economics and Modeling Core and he will help develop and analyze models to inform the most efficient and effective placement of new technologies within the diagnostic pathway.

	Status of Support: Active

	Project Number: 1U01AI152084-01

	Name of PD/PI: Ellner, Jerrold

	Source of Support: Rutgers University(National Institutes of Health/NIAID)

	Primary Place of Performance: Yale University

	Project/Proposal Start and End Date: 06/04/2020 – 05/31/2025

	Total Award Amount (including Indirect Costs): $218,035



	


	Title: Optimal targeting for individual and population-level TB prevention


	Major Goals:  We will synthesize data on the distribution and causes of TB incidence in the United States, and the costs and benefits of different options for clinical management and population-level policy. We will translate this evidence to a format useful for clinical decision-making through a user-friendly webtool, and will develop companion tools for TB policy-making at city, state, and national level

	Status of Support: Active

	Project Number: R01AI146555

	Name of PD/PI: Menzies, Nicolas

	Source of Support: Harvard University (National Institutes of Health/NIGMS)

	Primary Place of Performance: Yale University

	Project/Proposal Start and End Date: 09/01/2019-08/30/2024

	Total Award Amount (including Indirect Costs): $155,415



	


	

	Title: Using the M. tuberculosis genome to predict tuberculosis pathology, drug resistance acquisition and identify community transmission sites


	Major Goals: This study will be based in Peru and address three key aims: Combine population level genome sequencing data with radiological data and linked clinical and demographic metadata to determine using novel multivariate genome wide association (GWAS) techniques; Use population level whole genome sequencing together with real time GPS monitoring and the latest in spatial ecology mapping analysis to uncover new sites of tuberculosis transmission relative to matched controls; Use a unique set of >9,000 bacterial strains collected in Peru at the population level over 20 years to phylogenetically infer which genetic background is associated with drug resistance acquisition; then confirm these findings in the laboratory and on a similar Moldovan dataset collection of >3,000 strains.

	Status of Support: Active

	Project Number: R01AI146338

	Name of PD/PI: Gilman, Robert

	Source of Support: Johns Hopkins University(National Institute of Allergy and Infectious Diseases/NIH/DHHS)

	Primary Place of Performance: Yale University

	Project/Proposal Start and End Date: 04/01/2021 - 03/31/2025

	Total Award Amount (including Indirect Costs): $411,828



	


	

	Title: Integrating genomic and spatial approaches for targeted control of HIV-associated tuberculosis epidemics

	Major Goals: This project uses data and specimens that have been collected from notified TB patients from all diagnostic centers in the city of Blantyre, Malawi between 2015 and 2020 to accomplish three specific aims: (Aim 1) To synthesize prospectively-collected demographic, spatial and genomic data to illuminate patterns and critical drivers of local TB transmission dynamics in high HIV prevalence settings; (Aim 2) To develop and apply locally-calibrated mathematical models to investigate the potential impact and cost-effectiveness of spatially-targeted TB interventions informed by high-resolution information on locations and sources of infection in high HIV prevalence settings, and (Aim 3) To formally assess the value of information afforded by whole genome sequencing and to estimate the costs and cost-effectiveness of building local capacity for sequencing and analysis of pathogen genomic data.

	Status of Support: Active

	Project Number: 1R01AI147854-01A1

	Name of PD/PI: Cohen, Theodore

	Source of Support: National Institute of Allergy and Infectious Diseases/NIH/DHHS(National Institutes of Health/DHHS)

	Primary Place of Performance: Yale University

	Project/Proposal Start and End Date: 08/01/2020 - 07/31/2025 (in NCE)

	Total Award Amount (including Indirect Costs): $3,067,177



	


	

	Title: Targeting TB transmission hotspots to find undiagnosed TB in South Africa: a genomic, geospatial and modeling study (TARGET- TB)

	Major Goals: This project uses spatial, epidemiological, and pathogen genetic data to identify local heterogeneities in tuberculosis within the study area in Durban, South Africa. Yale will lead the analysis of data collected during the study to map such heterogeneities (e.g., local notifications, notification rates, areas of spatial aggregation of genomically-linked strains) and correlate these findings with observed differences in the effectiveness and efficiency of case finding efforts.

	Status of Support: Active

	Project Number: 1R01AI151173-01A1(2(GG014397-01))

	Name of PD/PI: Mathema, Barun

	Source of Support: Columbia University(National Institutes of Health/DHHS)

	Primary Place of Performance: Yale University

	Project/Proposal Start and End Date: 05/11/2021 - 04/30/2026

	Total Award Amount (including Indirect Costs): $391,901



	


	

	Title: Transmission Aerobiology of M. tuberculosis: Genes and Metabolic Pathways That Sustain Mtb Across an Evolutionary Bottleneck

	Major Goals: This project aims to understand the role of mycobacterial factors in the transmission of TB. Yale will provide data from whole genome sequencing in Moldova and will contribute epidemiological expertise to inform sampling and transmission inference from genomic data from Moldova and from Haiti.

	Status of Support: Active

	Project Number: (203763)

	Name of PD/PI: Rhee, Kyu Y./Nathan, Carl

	Source of Support: Cornell University(National Institute of Allergy and Infectious Diseases/NIH/DHHS)

	Primary Place of Performance: Yale University

	Project/Proposal Start and End Date: 05/13/2021 - 04/30/2026

	Total Award Amount (including Indirect Costs): $604,632

	


	

	

	Title: Prevention Policy Modeling Lab

	Major Goals: This team will develop models and conduct analyses that will improve NCHHSTP’s ability to evaluate policy options, allocate resources, understand the impact of its program investments, and maximize value for money as it develops and implements strategies to improve the public’s health.

	Status of Support: Active

	Project Number: (62338663-148206)

	Name of PD/PI: Salomon, Joshua

	Source of Support: Stanford University(Center for Disease Control and Prevention (CDC))

	Primary Place of Performance: Yale University

	Project/Proposal Start and End Date: 09/30/2021 - 09/29/2024

	Total Award Amount (including Indirect Costs): $298,082


Past Grants 
	Agency
	CDC/Council of State and Territorial Epidemiologists

	Project / ID #
	NA

	Title
	COVID-19 Policy Modeling and Forecasting for Public Health Decision Making

	P.I.
	Joshua Salomon

	Percent effort
	5%

	Total costs 
	$124,632

	Project Period
	02/01/2022 - 01/31/2023 (NCE to 1/31/2024)

	Agency
	NIH/NIAID

	Project / ID #
	R01AI138646

	Title
	The Role of Casual Contact and Migration in the XDR TB Epidemic in South Africa: a Geospatial, Genomic and Social Network study

	P.I.
	Neel Gandhi

	Percent effort
	5%

	Total costs 
	$238,295

	Project Period
	04/01/2018 - 12/31/2023 (NCE to 12/31/2024)



	Agency
	NIH/NIAID

	Project / ID #
	R01AI130058

	Title
	Strategies for TB control in prisons

	P.I.
	Jason Andrews

	Percent effort
	10%

	Total costs 
	$411,899

	Project Period
	03/01/2017 – 02/28/2023




	Agency
	US Center for Disease Control

	Project / ID #
	NA

	Title
	Prevention Policy Modeling Lab 1

	P.I.
	Josh Soloman

	Percent effort
	10%

	Total costs 
	$465,705

	Project Period
	07/01/2014 – 03/29/2020



	Agency
	NIH/NIAID

	Project / ID #
	K08 AI055985

	Title
	Molecular approaches for understanding TB dynamics

	P.I.
	Ted Cohen

	Percent effort
	75%

	Total costs 
	$582,539

	Project Period
	09/01/2004 – 02/28/2009




	Agency
	NIH

	Project / ID #
	UL1 RR025758

	Title
	Determining the temporal and spatial distribution of tuberculosis in Lima, Peru

	P.I.
	Ted Cohen

	Percent effort
	10%

	Total costs 
	$49,341

	Project Period
	02/15/2009 – 02/14/2010




	Agency
	NIH/NIAID

	Project / ID #
	U19 A1076217

	Title
	Epidemiology and transmission dynamics of MDR/XDR tuberculosis

	P.I.
	S. Bertel Squire, BSC, MB BChir, MD (Research), FRCP

	Project Role
	Co-investigator

	Percent effort
	5%

	Total costs 
	$81,141

	Project Period
	06/01/2009 – 09/30/2010



	Agency
	NIH/NIAID

	Project / ID #
	R01 AI083036

	Title
	An HIV Prevention Program for Mochudi, Botswana

	P.I.
	Max Essex

	Project Role
	Co-Investigator

	Percent effort
	5%

	Total costs 
	$97,137 

	Project Period
	09/01/2012 – 08/31/2013




	Agency
	NIH/Office of the Director

	Project / ID #
	DP2 OD006663 (New Innovator Award)

	Title
	Prevalence, risk factors, and consequences of complex M. tuberculosis infections

	P.I.
	Ted Cohen

	Percent effort
	40%

	Total costs 
	$2,613,509

	Project Period
	01/01/2010 – 08/31/2014


	Agency
	Bill and Melinda Gates Foundation

	Project / ID #
	OPP1084276

	Title
	TB Modeling and Analysis Consortium

	P.I.
	Richard White

	Project Role
	Co-investigator (and member of steering committee)

	Percent effort
	11%

	Total costs 
	$60,000 

	Project Period
	03/01/2013 – 12/31/2015 




	Agency
	Global Alliance for TB Drug Development

	Project / ID #
	NA

	Title
	Improving estimates of the incidence of pediatric tuberculosis

	P.I.
	Ted Cohen

	Percent effort
	10%

	Total costs 
	$99,724

	Project Period
	09/01/2014 – 05/31/2016



	Agency
	Bill and Melinda Gates Foundation

	Project / ID #
	NA

	Title
	Modeling the Impact and Cost-Effectiveness of Drug Susceptibility Tests for Novel Tuberculosis Drug Regimens

	P.I.
	David Dowdy

	Project Role
	Co-Investigator

	Percent effort
	10%

	Total costs 
	$15,132

	Project Period
	09/01/2015 – 5/31/2016




	Agency
	Bill and Melinda Gates Foundation

	Project / ID #
	NA

	Title
	Modeling tradeoffs in the introduction of new TB antibiotics

	P.I.
	Ted Cohen 

	Percent effort
	5%

	Total costs 
	$70,000

	Project Period
	01/01/2015 – 06/30/2016



	Agency
	PATH

	Project / ID #
	NA

	Title
	Models for identifying cost-effective meningococcal vaccination policies in Africa

	P.I.
	Ted Cohen

	Percent effort
	10%

	Total costs 
	$196,079

	Project Period
	09/01/2014 – 12/31/2017


	Agency
	Bill and Melinda Gates Foundation

	Project / ID #
	OPP1111658

	Title
	Mathematical models to improve drug dosing for limiting persistence in Mtb

	P.I.
	Ted Cohen

	Percent effort
	10%

	Total costs 
	$360,000

	Project Period
	09/1/2014 – 08/31/2017



	Agency
	NIH/NIGMS

	Project / ID #
	U54 GM088558


	Title
	MIDAS Center for Communicable Disease Dynamics

	P.I.
	Marc Lipsitch

	Project Role
	Co-investigator (and member of steering committee)

	Percent effort
	10%

	Total costs 
	$753,516 

	Project Period
	09/15/2009 – 08/31/2019



	Agency
	US CDC

	Project / ID #
	U38 PS004644


	Title
	Prevention Policy Modeling Laboratory

	P.I.
	Joshua Salomon

	Project Role
	Co-investigator

	Percent effort
	10%

	Project Period
	07/01/2014 – 02/28/2020 


	Agency
	USAID via Vital Strategies, Inc.

	Project / ID #
	GHN-A-00-08-00004-00

	Title
	TREAT TB:Technology, Research, Education and Technical Assistance for Tuberculosis Project: Genomic, spatial, and epidemiological analysis to inform targeted TB interventions in Moldova 

	PI
	Ted Cohen

	Percent effort
	10%

	Total costs 
	$1,694,543

	Project Period
	02/01/2018 – 03/28/2021



	Project Period
	08/01/2020-7/31/2021


	Agency
	Yale School of Public Health COVID-19 Rapid Response Fund

	Project / ID #
	NA

	Title
	Optimizing the use of physical distancing interventions during the COVID-19 pandemic

	PI
	Reza Yaesoubi

	Project Role
	Co-Investigator

	Percent effort
	5%

	Total costs 
	$74,229

	Project Period


	08/20/2020 – 05/31/2021



	Agency
	Bill and Melinda Gates Foundation

	Project / ID #
	OPP1135288 

	Title
	TB Modeling and Analysis Consortium

	P.I.
	Richard White

	Project Role
	Co-investigator (and member of steering committee)

	Percent effort
	20%

	Total costs 
	$129,000

	Project Period
	01/01/2017 – 03/31/2021



Invited speaking engagements, presentations, symposia & workshops 
(not affiliated with Yale University)  
International/National

2017:
Grey’s Hospital (Grand Rounds)


Pietermaritzburg, South Africa


“Locating MDR-TB transmission in Lima Peru using spatial and molecular data”

2017:
NIH/Bill and Melinda Gates Foundation


Halting TB transmission in high HIV-prevalence settings

Cape Town, South Africa

“Spatial targeting of TB interventions?”

2016: 
5th National Workshop of Rede TB


Maceio, Brazil


“Modeling and spatial analysis to support TB policymaking in Brazil”

2016:
McGill University: Montreal, Canada

Tuberculosis Research Methods Course (3 talks)

“Introduction to mathematical modeling”

“Challenges in modeling TB”

“Late breaker: Within-host diversity of M. tuberculosis: clinical and public health  

consequences”

2016:
MIDAS Annual meeting

Washington DC

“Within-host diversity of M. tuberculosis among individuals dying with multifocal TB in KwaZulu-Natal, South Africa”

2016:
ETH

Zurich, Switzerland

“Population level consequences of within-host heterogeneity of M. tuberculosis infection”

2016:
National Institutes of Health/Centers for Disease Control and Prevention/Gates Foundation
Towards Zero New TB Infections: Research Needs for Halting TB Transmission

Rockville, MD

“Spatial Molecular Epidemiology: Identifying Hotspots of Transmission Using Spatial and Molecular Data”

2016:
Keystone Symposia on Tuberculosis Co-Morbidities and Immunopathogenesis: 
Keystone, CO

“Within-host heterogeneity of M. tuberculosis infection”

2015:
American Thoracic Society Assembly on Microbiology, Tuberculosis, and Pulmonary Infections: 

Live webinar

“Emergence, spread, and control of MDR-TB”

2015:
McGill University: Montreal, Canada

Tuberculosis Research Methods Course (3 talks)

“Introduction to mathematical modeling”

“Challenges in modeling TB”

“Late breaker: Linking spatial and genetic analysis to understand transmission of MDR-TB”

2015:
WHO Global Task Force on TB Impact Measurement: Glion-sur-Montreux, Switzerland


“An alternate statistical approach for estimating the burden of childhood TB”

2015:
Stellenbosch University Institute for Advanced Studies (STIAS): Stellenbosch, South Africa

Discussion leader: “What is the role of retreatment cases in the transmission of tuberculosis in high HIV prevalence settings?”

2014:
London School of Hygiene and Tropical Medicine/University College London: London, UK

TB transmission symposium “Should we focus on transmission hotspots?”

2014:
Public Health Dynamics Laboratory Seminar, University of Pittsburgh: Pittsburgh, USA
            “Assessing and Addressing Complexity of MDR-TB”

2014:
Woodcock Institute: Sydney, Australia


TB Control Symposium, plenary speaker (3 talks over 2 days)

            “TB Models: knowledge gaps and ways forward”


“Modeling the spread of drug resistant TB”


“Modeling TB/HIV coepidemics”

2014:
TSRU (Tuberculosis Surveillance Research Unit) annual meeting: Hanoi, Vietnam


“Sampling issues in surveillance for drug-resistant tuberculosis”

2013:
International Union Against TB and Lung Diseases, Annual Congress: Paris, France


“The implications of TB reinfection on modeling the epidemic”

2013:
International Union Against TB and Lung Diseases, Annual Congress: Paris, France


“Where are the TB cases: Electronic notification and geospatial data in high burden settings”

2013:
NIH - MIDAS 10th Anniversary Symposium: Bethesda, USA

“Development of MDR-TB while on treatment for drug-susceptible disease: questions and   implications for modeling epidemics”

2013:
NIH - NIAID Systems Biology Approaches for Tuberculosis Workshop: Bethesda, USA

“How can mathematical modelers and contribute to systems biology of tuberculosis?”

2013:
Bill and Melinda Gates Foundation: Seattle, USA

 
“Modeling the impact of new tuberculosis diagnostics”

2013:
Bill and Melinda Gates Foundation: Seattle, USA

“Models to guide dynamic decision making: an application to intensified case finding for tuberculosis”

2012:
TB-MAC HIV/TB modeling meeting: Johannesburg, South Africa
  
 “Modeled impact of novel TB vaccines vs. other TB control strategies”

2012:
NIH – Stadtman seminar: Bethesda, USA

  
“Confronting the global challenge of drug-resistant tuberculosis”
2012:
University of British Columbia, World TB Day Symposium: Vancouver, Canada

Keynote Address

  
“The current threat and uncertain future of drug resistant tuberculosis”

2011:
International Union Against TB and Lung Diseases, Annual Congress: Lille, France

“Identification of high-risk geographic areas for MDR TB: Application of novel methods to     existing surveillance data”

2011:
Bill and Melinda Gates Foundation Meeting: Amsterdam, Netherlands

“Transmission, Operations, and Economic considerations in modeling the effects of   implementing rapid diagnostic tools for TB/DRTB”

2011:   South Africa Medical Research Council/National Health Laboratory System meeting: Durban,


South Africa

“Detecting MDR/XDR TB hotspots: evaluating the utility of integrating routine programmatic and laboratory data with rapid drug resistant surveys”

2010:   WHO TB Drug Resistance Surveillance Workshop: Chisinau, Republic of Moldova

“Using TB drug resistance surveillance to inform local responses”

2010:
Taiwan National University, College of Public Health: Taipei, Taiwan
“The global epidemiology of drug resistant tuberculosis”

2010:
Taiwan CDC/Taiwan National University: Controlling TB in the 21st century: Taipei, Taiwan

 
“Isoniazid Preventive Therapy in TB High-Endemic Regions”

2010:
KNCV/WHO Meeting on Determinants for MDR TB: The Hague, Netherlands

 
“Using models to understand spatial and temporal variability in MDR epidemics”

2010:
Colorado State University TB lecture series: Fort Collins, USA

 
“Math models for TB (for those who don’t do math models)”

2009:
International Union Against TB and Lung Disease: Cancun, Mexico

 
“Fitness of drug resistant tuberculosis: within-host and population perspectives”

2008:
International Union Against TB and Lung Disease, post-graduate seminar: Paris, France

 
“Optimizing surveys for drug resistant tuberculosis”

2008:
Transmission Meeting, Warwick University: Coventry, United Kingdom

 
“Re-infection with M.tuberculosis. Why does it matter?”

2008:
University of North Carolina at Chapel Hill: Chapel Hill, USA

 
“Projected effects of novel TB vaccines”

2007:
International Union Against TB and Lung Disease: Cape Town, South Africa

 
“Interventions for MDR/XDR tuberculosis: what is the contribution of mathematical models?”

2007:
International Union Against TB and Lung Disease, post-graduate seminar: Cape Town, South Africa

 
“Models for the emergence of drug-resistant TB”

2007:
International Union Against TB and Lung Disease, post-graduate seminar: Cape Town, South Africa

 
“Isoniazid preventive therapy and drug resistant TB”

2007:
Streptococcus Transmission: National Public Health Institute: Helsinki, Finland

 
“Modeling carriage of drug-resistant pneumococci”

2006:
South African Center for Epidemiological Modeling and Analysis: Stellenbosch, South Africa


“Toward network models of tuberculosis”

2004:
Annual meeting of Society for Hospital Epidemiologists of America: Philadelphia, USA


“Multidrug-resistant tuberculosis: coming soon to a theater near you?”

Regional
2016:
Brown University, Pulmonary Research Series


“Within-host heterogeneity of M. tuberculosis infection”

2014:
Northeastern University Health Sciences symposium: Boston, USA


“Confronting programmatic failures to respond to MDRTB epidemics”

2013:
RAPIDD Networks/IBM workshop, Princeton University: Princeton, USA


“Contact structure, the risk of reinfection, and projected effects of isoniazid preventive therapy”
2013:
Global Consultation on Pediatric Tuberculosis, USAID/UNITAID: New York, USA


“Estimating the global incidence of pediatric MDR-TB”

2011:
MIDAS symposium: Antimicrobial resistance: Biology, Population Dynamics and Policy Options: Boston, USA

“Surveillance strategies for drug resistance in TB and HIV: current strategies and innovative approaches”

2011:
Boston TB meeting: Boston, USA

“New methods for measuring DR TB epidemics: shifting from advocacy to action”

2010:
Four Pillars research seminar: Boston, USA

“Spatiotemporal distribution of drug-resistant TB in Lima, Peru 2005-2007: Can we use information on space and time to help clinicians predict the presence of MDR at the time of TB diagnosis?”

2007:
Boston University: Providence, USA

“Transmission and control of drug resistant tuberculosis”

2007:
Brown University School of Public Health: Boston, USA

“Effects of drug-resistance on the emergence and control of tuberculosis”

2006:
New England Complex Systems Institute: Boston, USA

“Controlling TB in the era of HIV”

2004:
Freeman Symposium: Boston, USA

“MDR-TB: short-versus long-term effects of heterogeneous fitness”

2003:
Massachusetts General Hospital, HIV Clinical Research-in-progress seminar: Boston, USA

“Problems in modeling TB and HIV co-epidemics”

PROFESSIONAL SERVICE
Peer Review Groups/Grant Study Sections:  
2020- 
Member, International and Cooperative Projects – 1 Study Section, Center for Scientific Review,
2024
NIH
2020 
Ad hoc member  K23 Mentored Patient-Oriented Career Development Award (internet assisted review)

2020 
Stage I (mail-in) reviewer for the 2021 NIH Director’s New Innovator Award Program (DP2)

2019    Ad hoc Member, NIH, CRFS
2019    Ad hoc Member, NIH, Special Emphasis Panel/Scientific Review Group 2019/05ICP1 (internet assisted review)
2017
Chair, NIH, NIAID Clinical Trial Implementation Grant (R01) ZAI1 DR-A J3 1 (internet assisted review)
2017
Ad hoc Member, NIH, Fogarty, Emerging Global Leader (K43) ZRG1 BDA-B(02) (internet assisted review)
2015
Ad hoc Member, NIH, AIDS, Clinical Studies, & Epidemiology (ACE) Study Section (Bethesda, USA)

2015
Ad hoc Member, NIH, NIAID K award (internet-assisted review)
2015

Ad hoc Member, NIH, ZRG1 AARR-K (AIDS and AIDS-related Research) (internet-
assisted review)
2015
Grants reviewer, Medical Research Council (United Kingdom) 
2014
Grants reviewer, UK SBS (United Kingdom) 

2014
Ad hoc Member, NIH, AIDS, Clinical Studies, & Epidemiology (ACE) Study Section (Bethesda, USA)
2013
Grants reviewer, Qatar National Research Fund (Qatar)

2011
Grants reviewer, Medical Research Council (United Kingdom) 

2011
Grants reviewer, National Research Foundation (France) 

2010
Grants reviewer, Medical Research Council (United Kingdom) 

2010
Grants reviewer, Qatar National Research Fund (Qatar)

2010
Grants reviewer, Medical Research Council (South Africa) 

JOURNAL SERVICE
Editor/Associate Editor
2013
Guest Associate Editor, PLoS Computational Biology 

2018 
Guest Associate Editor, PLoS Biology

2018 
Guest Associate Editor, PLoS Computational Biology

2020-
Associate Editor, Epidemics

Reviewer
2004-present


· New England Journal of Medicine 
· Nature Medicine

· Lancet

· Lancet Infectious Diseases
· Lancet Diabetes and Endocrinology
· Lancet Respiratory Medicine 
· Lancet Global Health
· Science Translational Medicine
· Proceedings of the National Academies of Science USA

· PLoS Medicine
· PLoS Computational Biology
· PLoS Pathogens 
· PLoS ONE

· American Journal of Epidemiology

· American Journal of Respiratory and Critical Care Medicine, 
· American Naturalist 
· Epidemics 
· Epidemiology

· Proceedings of the Royal Society B 
· Journal of the Royal Society Interface 
· BMC Medicine 
· European Respiratory Journal 
· Clinical Infectious Diseases 
· Journal of Infectious Diseases

· Journal of Clinical Microbiology 
· International Journal of Tuberculosis and Lung Diseases 
· Eurosurveillance 
· Thorax 
· Chest 
· Emerging Infectious Diseases 
· Evolution Medicine and Public Health

YALE UNIVERSITY SERVICE 
Committees

2019-2022
Co-Director, Public Health Modeling Concentration, YSPH
2018-present 
Member, YSPH Education Committee

2018-present
Head, EMD Curriculum Committee

2016-present 
Member, YSM MD/PhD Interview and Selection committee

2016-present 
Member, YSPH Dean’s Prize Committee

2015-2017 
Member, Epidemiology of Microbial Diseases Academic Advising Committee

2016-2017 
Member, YSPH Diversity Committee

2016-2017 
Member, Yale Ad Hoc Committee on Procedures for Resolving Complaints of Faculty Misconduct

2016-2017 
Member, YSPH Curriculum Review Committee (for new CEPH criteria)

2016 

Member, YSPH MPH Thesis Day organizing committee

2015 

Faculty search committee member, Health Policy and Management, YSPH
2015 

Member, YSPH Association of Yale Alumni Assembly planning committee

PROFESSIONAL SERVICE FOR PROFESSIONAL ORGANIZATIONS
World Health Organization (Geneva, Switzerland)
2008-present      Standing Member, Global Task Force on TB Impact Measurement 

The WHO Global Task Force on TB Impact Measurement was established in 2006 to produce rigorous assessment of progress toward reduction in TB incidence, prevalence and mortality at global, regional, and country levels; to report on progress toward global targets in TB control; and to strengthen national capacity for monitoring and evaluation of TB control. WHO Global Task Force on TB Impact Measurement - information leafletpdf, 1.98Mb
TB Modeling and Analysis Consortium (funded through Gates Foundation, secretariat at LSHTM)
2012-2022
Steering Committee Member  

The TB Modeling and Analysis Consortium (TB-MAC) was established in 2012 to coordinate and promote mathematical modeling and other quantitative research activities to provide scientific support for policy decisions and implementation. This goal is achieved by identifying high priority questions requiring input from mathematical models, facilitate data sharing and discussion of current methods and best practices, funding small research projects, and disseminating results and tools to stakeholders.
Health Protection Agency, UK National TB Strain Typing Project
2010-2014
Evaluation Committee Member
I served as an international external expert to help design and evaluate studies to determine the impact and cost-effectiveness of universal M. tuberculosis strain typing by MIRU-VNTR in the UK. 
USAID and Challenge TB SAGE member
2015-2017
Member of Scientific Advisory Group of Experts, “Quantifying effect of interventions on transmission of Mycobacterium tuberculosis”

I served as a member of the scientific advisory group for this large, multi-year, multi-country study of the dynamics of tuberculosis transmission and provide specific advice on study design and analysis of genetic and spatial data.
EndTB LAG member

2015-2018
Member of Laboratory Advisory Group, “Expand New Drugs Markets for TB”

I serve as a member of the laboratory advisory group for two large, multi-year, multi-country studies of the effect of newly approved TB drugs (delaminid and bedaquiline) for the treatment of MDR-TB. These two studies include one clinical trial (Georgia, Kazakhstan, Lesotho, Peru) and one prospective observational cohort study (involving a total of 15 countries).

Meeting Planning
2013 
Organizer, “Rational Introduction of New TB Drugs and Regimens”


Beijing, China (funded by Gates Foundation)
I organized the 3rd international meeting of TB-MAC, which occurred on September 11 and 12 and included over 40 participants from academic, policy, and funding bodies to discuss challenges, opportunities and knowledge gaps about how new drugs for tuberculosis should be introduced.
Public Service
2010

Knight Science Journalism Fellowship, MIT: Boston, USA
“Pandemic influenza – What should journalists ask scientists?”
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